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Special Posters will be displayed Monday thorugh Thursday. 
Special 1 Mass Spectrometry for the Masses: Creative 
Educational Approaches for Mass Spectrometry;
Donald H. Chace1; O. David Sparkman2; 1Pediatrix 
Analytical, Pittsburgh, PA; 2University of the Pacific, 
Antioch, CA
Special 2 Using the NCBI Peptidome Repository; Douglas 
Slotta; NLM/NCBI, Bethesda, MD
Special 3 ABRF sPRG2010 Study: Multi-Laboratory 
Evaluation of a Phosphopeptide Standard for 
Proteomics; James Farmar1; Christopher Colangelo 2;
Alexander R. Ivanov 3; Chris Kinsinger4; Jeffrey A. 
Kowalak5; Karl Mechtler6; Brett Phinney7; Manfred R. 
Raida 8; Susan T. Weintrauv9; 1U. of Virginia, 
Charlottesville, VA; 2Yale University, New Haven, CT; 
3Harvard University HSPH, Boston, MA; 4NIST,
Gaithersburg, MD; 5NIH, Bethesda, MD; 6IMP 
Research Institute of Mo, Vienna, Austria; 7University of 
CA, Davis, Davis, CA; 8Experimental Therapeutics Ce, 
Singapore, Singapore; 9University of Texas HSC, San 
Antonio,TX
Special 4 ABRF iPRG2010 Study: Informatic Evaluation of 
Phosphopeptide Identification and Phosphosite 
Localization Results from Multiple Proteomics 
Laboratories; Paul Rudnick1; Manor Askenazi2; Karl R. 
Clauser 3; William S. Lane4; Lennart Martens 5; W. 
Hayes Mcdonald6; Philipp Mertins3; Karen Meyer-
Arendt7; Brian C. Searle8; Jeffrey A. Kowalak9; 1NIST,
Gaithersburg, MD; 2Dana-Farber Cancer Institute and 
Hebrew University, Boston, MA; 3Broad Institute of MIT 
and Harvard, Cambridge, MA; 4Harvard University, 
Cambridge, MA; 5Universiteit Gent, Gent, Belgium; 
6Vanderbilt University, Nashville, TN; 7University of 
Colorado, Boulder, CO; 8Proteome Software Inc, 
Portland, OR; 9NIH, Bethesda, MD
Special 5 The Evolution of Mass Spectrometry: 1910 to 1940;
Michael A. Grayson; Retired, St Charles, MO
BIOINFORMATICS, 001 - 031 
MP 001 Peptide Identification from Mixture Tandem Mass 
Spectra; Jian Wang1; Philip Bourne2; Nuno Bandeira3;
1Bioinformatics Program, UCSD, La Jolla, CA; 2SSPPS, 
SDSC, UCSD, La Jolla, CA; 3CCMS, UCSD, La Jolla, 
CA
MP 002 pFind2.1 Greatly Improves Peptide Identification for 
Proteomic Analysis After Comprehensive 
Characterization of ETD Spectra; Rui-Xiang Sun2;
Meng-Qiu Dong1; Chun-Qing Song1; Hao Chi2; Bing 
Yang1; Li-Yun Xiu2; Chao Liu2; Le-Heng Wang2; Yan 
Fu2; Si-Min He2; 1NIBS, Beijing, China; 2Institute of 
Computing Technology, CAS, Beijing, China
MP 003 Finding Statistically Significant Multiple-Peptide 
Identifications in DIA-MSMS through Top N Greedy 
Search; Sean J. McIlwain; Jesse D. Canterbury; Michael 
J. MacCoss; William Noble; University of Washington, 
Seattle, WA
MP 004 Fine Control of Modification Searches in Peptide 
Identification by MS/MS; Marshall W. Bern; Yong Kil; 
Palo Alto Research Center, Palo Alto, CA
MP 005 Robust Method for Calculating the Local FDR for 
Database Search Results; Wilfred Tang; Agilent 
Technologies, Santa Clara, CA
MP 006 Development of Bioinformatic Tools for Peptide 
Identification in Mass Spectrometry: Comparative 
Analysis of Methods to Calculate False Positive 
Identification Rates; Shane L Hubler 1; David Good2;
Gheorghe Craciun1; 1UW - Madison, Madison , WI; 
2Karolinska Institutet, Stockholm, Sweden
MP 007 The Generating Function of CID, ETD and CID/ETD 
Pairs of Tandem Mass Spectra: Applications to 
Database Search; Sangtae Kim1; Nikolai Mischerikow2;
Nuno Bandeira3; Shabaz Mohammed2; Albert J.R. Heck 
2; Pavel Pevzner1; 1UCSD, San Diego, CA; 2Utrecht
University, Utrecht, Netherlands; 3CCMS, UCSD, La 
Jolla, CA
MP 008 RAIdGUI: A User-Friendly Graphical Interface to 
Run RAId Package; Aleksey Y Ogurtsov; Gelio Alves; 
Yi-Kuo Yu; National Center for Biotechnology 
Information, NLM, Bethesda, MD
MP 009 Automated Peptide Sequence Assembly (APSA): A 
Novel Strategy for Peptide Sequencing by Combining 
Partial Sequence with Motif; Weifeng Cao; Lingjun Li; 
University of Wisconsin, Madison , WI
MP 010 IP2 - Integrated Proteomics Pipeline for Proteomics 
Data Analyses and Management; Sung Kyu Park1, 2;
Tao Xu1, 2; John Yates2; 1Integrated Proteomics 
Applications, San Diego, CA; 2The Scripps Research 
Institute, La Jolla, CA
MP 011 Comparative Proteogenomics; Eli Venter; Samuel H 
Payne; J Craig Venter Institute, Rockville , MD
MP 012 ABOid: A Bioinformatics Tools Pipeline for 
Automated Organism Identification Using Tandem 
Mass Spectrometry Data and Proteome Database;
Samir Deshpande1; Rabih Jabbour2; Michael Stanford3;
Charles Wick3; Alan Zulich3; 1Science & Technology 
Corporation, Edgewood, MD; 2SAIC INC., Apg, MD; 
3U.S. Army Edgewood Chemical Biological Center, 
Aberdeen Proving Ground, MD
MP 013 Comparison of Techniques for False Discovery Rate 
Analysis Using Multiple Instrument Platforms and 
Database Search Engines with a Proteomics 
Standard; D. Brent Weatherly1; Archer Smith2; James 
Mobley2; James A Atwood III1; 1Bioinquire, Athens, 
GA; 2University of Alabama at Birmingham, 
Birmingham, Alabama
MP 014 Improving Phosphorylation Site Assignment by 
Statistical Analysis on CID Fragmentation; Sheng-
Chieh Lu1; Chia-Feng Tsai2; Chih-Chiang Tsou1; Han-
Yin Yang1; Lien-Chin Chen1; Yu-Ju Chen2; Ting-Yi 
Sung1; Wen-Lian Hsu1; 1Institute of Information Science, 
Academia Sinica, Taipei, Taiwan; 2Institute of 
Chemistry, Academia Sinica, Taipei, Taiwan
MP 015 de novo Peptide Sequencing and Identification Using 
HCD Spectra; Hao Chi1, 2; Rui-Xiang Sun1; Bing 
Yang2; Chun-Qing Song2; Le-Heng Wang1; Chao Liu1, 2;
Yan Fu1; Zuo-Fei Yuan1; Hai-Peng Wang1; Si-Min 
He1;Meng-Qiu Dong2 1Institute of Computing 
Technology, CAS, Beijing, China; 2NIBS, Beijing, 
Beijing, China
MP 016 A Flexible Informatic Approach to Automated 
Proteomic Discovery; John Damask; Justin Klekota; 
Stephen Marshall; Urs Wirth; Markus Schirle; Ioannis 
K. Moutsatsos; Novartis Institutes for BioMedical 
Research, Cambridge, MA
MP 017 Gapped Peptide Search: A Bridge between de novo
Peptide Sequencing and MS/MS Database Search;
Julio Ng; Pavel Pevzner; UCSD, La Jolla, CA
MP 018 No News is Good News -- de novo Determination of 
Amino Acids When Peaks are Missing; Lin He; Bin 
Ma; University of Waterloo, Waterloo, Canada
MP 019 Critical Evaluation of Bioinformatic Tools for 
Automated Annotation of Large Protein Datasets;
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Tomas Rejtar; Sangwon Cha; Barry L. Karger; 
Northeastern University, Boston, MA
MP 020 A Method to Achieve Accurate Protein Confidences;
Ignat Shilov; Sean L. Seymour; Alpesh Patel; AB 
SCIEX, Foster City, CA
MP 021 A Comparative Proteomics Technique for Automatic 
Annotation of Post Translational Modifications on 
Multiple Genomes with Reduced Error Rate;
Viswanadham Sridhara; Aron Marchler-Bauer; Stephen 
H Bryant; Lewis Y Geer; NCBI/NLM/NIH, Bethesda, 
MD
MP 022 Improved Use of Peptide pI Filtering Within IDSeive 
Algorithm Increases the Number of Identifications 
While Lowering the False Positive Rate; Nikhil Garge;
Benjamin Cargile; Xinxin Zhang; Jonathan Bundy; 
James Stephenson; Maureen Bunger; Research Triangle 
Institute, Durham, NC
MP 023 Determining the Spectrum to Peptide Assignment 
Ratio of MS Analysis of Microbial Communities for 
Increased Proteomic Coverage; Brian Erickson1, 2;
Alison Russell1, 2; Nathan C. Verberkmoes 2; Brian Dill 
2; Manesh Shah2; Robert Hettich2; 1University of 
Tennessee, Knoxville, TN; 2Oak Ridge National 
Laboratory, Oak Ridge, TN
MP 024 Finding Patterns in Unassigned Peak Lists of Protein 
and Peptide Fragment Mass Spectra Using Frequent 
Itemset Mining Techniques; Trung Nghia Vu1; Dirk 
Valkenborg3; Dominique Eeckhout2; Geert De Jaeger2;
Bart Goethals1; Erwin Witters 3; Filip Lemière4; Kris 
Laukens1; 1Univ. of Antwerp - Mathematics & Computer 
Science, Antwerp, Belgium; 2VIB - Plant Systems 
Biology / University of Ghent, Gent, Belgium; 3Flemish 
Institute for Technological Research, Antwerp, Belgium; 
4University of Antwerp, Antwerp, Belgium
MP 025 Determining the False Discovery Rate for Peptide 
Identification without a Decoy Database; Lei Xin 1;
Baozhen Shan2; Bin Ma3; 1CS Dept. of The University of 
Western Ontario, London, ON; 2Bioinformatics
Solutions Inc., Waterloo, ON; 3University of Waterloo, 
Waterloo, ON
MP 026 Evaluation of Statistical Tools for Verifying Single-
Hit Protein Identifications; Mingguo Xu; Liang Li; 
Department of Chemistry University of Alberta, 
Edmonton , Canada
MP 027 A Pipeline for Identifying Unexpected Post-
Translational Modifications on Proteins from MS/MS 
Data; Florent Gluck1; Paola Antinori1; Carla 
Pasquarello2; Alexander Scherl2; Denis Hochstrasser1, 3;
Laurent Geiser1; 1Swiss Centre for Applied Human 
Toxicology (SCAHT), Geneva, Switzerland; 2Proteomics 
Core Facility, Geneva University, Geneva, Switzerland; 
3University Hospital of Geneva (HUG), Geneva, 
Switzerland
MP 028 Tools for Maintenance and Preparation of Fasta 
Protein Databases; Phillip Wilmarth; Larry David; 
OHSU, Portland, OR
MP 029 A Mathematical Approach for Reference Dataset 
Selection in High Throughput Proteomics; Brian 
Lamarche; Stephen Callister; Anuj Shah; Aaron Wright; 
Michael Wilkins; Matthew Monroe; Kevin Crowell; 
Gordon Anderson; Richard Smith; Pacific Northwest 
National Laboratory, Richland, WA
MP 030 Identification of Modification Sites in Peptides Using 
MS Software; Harriet Mörtstedt; Marina C Jeppsson; 
Bo A. G. Jönsson; Monica H. Kåredal; Christian Lindh; 
Lund University, Lund, Sweden
MP 031 Enabling Fast Genome-Scale Database Searches;
Kyowon Jeong1; Sangtae Kim1; Nuno Bandeira2; Pavel 
Pevzner1; 1UCSD, La Jolla, CA; 2CCMS, UCSD, La 
Jolla, CA
PROTEINS: GENERAL, 032 - 063 
MP 032 Proteomic Profiling of MCF-7 Breast Cancer Cells at 
Different Stages of the Cell Cycle; Milagros Perez1, 2;
Iuliana Lazar1, 2; 1Virginia Bioinformatics Institute, 
Blacksburg, VA; 2Department of Biological Sciences, 
Blacksburg, VA
MP 033 Analysis of Virion Components of a Mixed 
Bacteriophage Infection of Pseudomonas Aeruginosa 
by Mass Spectrometry; Susan T. Weintraub 1; Natia 
Karumidze2; Julie A. Thomas3; Kevin W. Hakala1; Nino 
Kvatadze2; Zemphira Alavidze2; Philip Serwer1; Stephen 
C. Hardies1; 1University of Texas HSC, San Antonio , 
TX; 2George Eliava Inst. Bacteriophage, Micro. & 
Virol., Tbilisi, Republic of Georgia; 3University of 
Maryland School of Medicine, Baltimore, MD
MP 034 Preparation of Magnaporthe oryzae Mycelia and 
Spores for Proteomic Analysis: Protein Extraction, 
Fractionation and Identification; Anna R. Courie;
Emine Gokce; Timothy S. Collier ; William L. Franck; 
Yeon Yee Oh; Ralph A. Dean; David C. Muddiman; 
North Carolina State University, Raleigh, NC
MP 035 Identification of Proteins by Quantitative Mass 
Spectrometry to Serve as Normalizing Controls for 
High-Throughput, High-Content Cell Signaling 
Assays; Konstantinos Petritis; Tony Tegeler; Matthew 
Rosenow; Jian Liu; Ashoka D. Polpitiya ; Linda Nagore; 
Wendy McDonough; Michael Berens; Translational 
Genomics Research Institute, Phoenix, AZ
MP 036 Proteomic Analysis of Pseudorabies Virus 
Extracellular Virions; Tal Kramer; Anna Arnaudo; 
Lynn W. Enquist; Ileana M. Cristea; Princeton 
University, Princeton, NJ
MP 037 Identification of Proteins in Works of Art: Combined 
Use of Maldi Mass Fingerprinting and ELISA; Daniel 
P. Kirby 1; Julie Arslanoglu2; Adriana Rizzo2; 1Straus
Center, Harvard, Cambridge , MA; 2Metropolitan 
Museum of Art, New York, New York
MP 038 Tandem Mass Spectrometry Analysis of Ex Vivo 
Amyloid Fibril and Tissue Samples; Zhenning Hong;
Giuseppe Infusini ; Lawreen H. Connors; Martha 
Skinner; Catherine E. Costello; Boston University School 
of Medicine, Boston, MA
MP 039 Large-Scale Identification of Human Microtubule-
Associated Proteins Using Multidimensional 
Chromatography and Tandem Mass Spectrometry;
Chao Gong; Carthene R. Bazemore-Walker; Brown 
University, Providence, RI
MP 040 Interactions of the Human Iron Sulfur Cluster 
Assembly Protein Complex Investigated Using 
Hydrogen/Deuterium Exchange Mass Spectrometry;
Michaella Levy; Pei-Jing Pai; William K. Russell; David 
H. Russell; David P. Barondeau; Texas A&M University, 
College Station, TX
MP 041 Top Down Proteomics to Characterize in vivo
Polyubiquitin Chains; Lucy Roach; Joanna Strachan; 
Kleitos Sokratous; Robert Layfield; Neil Oldham; 
University of Nottingham, Nottingham, UK
MP 042 Electron Detachment Dissociation (EDD) and 
Collisionally Activated Dissociation (CAD) for Top-
Down Mass Spectrometry of Acidic Proteins; Barbara 
Ganisl; Monika Taucher; Kathrin Breuker; University of 
Innsbruck, Innsbruck, Austria
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MP 043 Interaction Studies between Abeta-autoantibodies 
and Abeta Peptides by Immunoaffinity –Mass 
Spectrometry; Claudia Cozma 1; Mihaela Dragusanu1;
Michael Przybylski2; 1University of Konstanz, Konstanz , 
Germany; 2Universitat Konstanz, Konstanz, Germany
MP 044 Translation Fidelity Rate Determination in a Cell-
Free Protein Synthesis System Using LC-MS; Tyler H 
Heibeck; Gang Yin; Juan Zhang; Evan Green; Alexander 
Steiner; Christine Roos; Chris Murray; Sushmita Mimi 
Roy; Sutro Biopharma, South San Francisco, CA
MP 045 Mass Spectrometry-Ion Mobility Spectrometry to 
Investigate the Interaction of Alzheimer’s Amyloid 
Beta Protein and Aggregation Inhibitors; Megan M. 
Murray1, 2; Huiyuan User1, 2; Gal Bitan1, 2; Michael T. 
Bowers 1, 2; 1University of California, Santa Barbara, 
CA; 2University of California, Los Angeles, CA
MP 046 Proteomic Characterization of Histone Deacetylase 
10; Yang Luo; Laura-Mae Britton; Fang Yu; Ileana M. 
Cristea; Princeton University, Princeton, NJ
MP 047 Architecture of a Photosynthetic Membrane 
Revealed by Hydrogen/Deuterium Exchange and 
Mass Spectrometry; Jianzhong Wen1; Richard Yu-
Cheng Huang2; Michael L. Gross2; Robert E. 
Blankenship1; 1Depart. of 
Biology&Chemistry,Washington University, Saint Louis, 
MO; 2Department of Chemistry,Washington University, 
Saint Louis, MO
MP 048 Ion Mobility Mass Spectrometry Characterization of 
Therapeutic Antibody Bioconjugates; Ryan Preston;
Robert Murphy; Pfizer / CovX, San Diego, CA
MP 049 Evaluation of Protamine Zinc Insulin (PZI) Stability 
from Chromatographic Fingerprints and MALDI 
Mass Spectrometry; Stephanie Eastwood; Mary 
Elizabeth Gimon-Kinsel; Gary R. Kinsel; Southern 
Illinois University Carbondale, Carbondale, IL
MP 050 Quantification of Collagen in Tissues Using Stable 
Isotope Labeling and LC-MS; Sin-Yi Chang; Yen-
Peng Ho; National Dong Hwa University, Hualien, 
Taiwan
MP 051 N- and C-Terminal Sequencing of Truncated 
Proteins Using Top-Down Mass Spectrometry with 
High Resolution, Accurate Mass and Multiple 
Dissociation Methods; Zhiqi Hao1; Meng-Qiu Dong2;
David Horn1; Andreas F Huhmer1; 1Thermo Fisher 
Scientific, San Jose, CA; 2NIBS, Beijing, Beijing, China
MP 052 High Confidence Analysis of WDR5 Interactome;
Chia-Fang Lee; Nevada Cancer Institute, Las Vegas, NV
MP 053 Broad Mass Range Ion Transmission and Improved 
Peptide Detection and Identification Using QTOF 
MS Equipped with New Atmospheric Pressure 
Interface; Michael Ugarov 1; Patrick D. Perkins1; Alex 
Mordehai1; Bill Barry1; Gangqiang Li2; Stuart Hansen2;
George Stafford1; 1Agilent Technologies, Santa Clara, 
CA; 2Agilent Labs, Santa Clara, CA
MP 054 New Reagents for Enhanced Charging of Intact 
Protein Ions for Liquid Chromatography Tandem 
Mass Spectrometry; Santosh G. Valeja1, 2; Jeremiah D. 
Tipton1; Mark R. Emmett1, 2; Alan G. Marshall1, 2; 1ICR
Program, Nat'l High Magnetic Field Lab, Tallahassee, 
FL; 2Dept. of Chem and biochem.Florida State 
University, Tallahassee, FL
MP 055 Evaluation of a Sheathless Nanospray CE-MS 
Interface for the Analysis of Proteins; Sean 
Mccarthy1; Martin Gilar1; Jeff Mazzeo2; 1Waters, 
Milford, MA; 2Waters Corporation, Milford, MA
MP 056 Comparative Study on Proteins Identification by 
Combining Chromatofoc Using and Capillary/Nano-
HPLC with MALDI-TOF/TOF Mass Spectrometry 
Analysis; Alberto Nunez; Laurie Fortis; Nereus 
Gunther; USDA-ARS-ERRC, Wyndmoor, PA
MP 057 Top-Down Hydrogen/Deuterium Exchange Using 
Electron Transfer Dissociation for Resolving 
Backbone Amide Hydrogen Exchange at the Single 
Residue Level; Seema Sharma1; Jie Qian1; Iman 
Mohtashemi1; Mark Sanders1; Leland Mayne2; 1Thermo 
Fisher Scientific, San Jose, CA; 2University of 
Pennsylvania, Philadelphia, PA
MP 058 Time Resolved Electrospray Ionization Mass 
Spectrometry: A New Approach for Measuring 
Kinetic Isotope Effects in the Enzymatic Pre-Steady 
State; Peter Liuni; Derek Wilson; York University, 
Toronto , Canada
MP 059 New Strategies for High Pressure Assisted Digestion 
in Proteomics; Daniel Lopez Ferrer1; Kim K. Hixson2;
Karl Weitz1; Ron Moore 1; Mikhail Belov1; Ljiljana 
Pasa-Tolic1; Richard D. Smith1; 1PNNL, Richland, WA; 
2Washington State University, Pullman, WA
MP 060 Accelerated Enzymatic Digestion of Proteins and 
Biological Matrices at Elevated Temperatures for 
Targeted Quantification Studies; Charlotte Hagman;
Florian Fricke; Jessica Stahlberg; Ilka Molitor; Gerd 
Paulus; Swiss BioAnalytics AG, Birsfelden, Switzerland
MP 061 Combination of Ultrasound and Pressure-Assisted 
Tryptic Digestion of Proteins; Seongjae Shin; Jinhee 
Kim; Hyo-Jik Yang; Jeongkwon Kim; Chungnam
National University, Daejeon, South Korea
MP 062 Protein Interactions and Post-Translational 
Modification of the Schizosaccharomyces Pombe Pif1 
Family DNA Helicase, Pfh1; Karin R. McDonald;
Virginia A. Zakian; Ileana M. Cristea; Princeton 
University, Princeton , NJ
MP 063 Optimization of Novel Lectins Affinity 
Chromatography for Use in iTRAQ Studies: 
Integrating Training and Research in the 
Undergraduate Proteomics Laboratory; Krystle 
Rogers1; Kalyan Adhikari1; Kellen Doerr1; Gerrick 
Meyer1; Jennifer Minton1; Jen Grant2; 1Applied Science, 
University of Wisconsin-Stout, Menomonie , WI; 
2Biology Department, University of Wisconsin-Stout, 
Menomonie, WI
PROTEOMICS: PROTEIN SEQUENCING, 064 - 076 
MP 064 Top-Down Mass Spectrometry of Supercharged 
Proteins; Rajeswari Lakshmanan; Ivory X. Peng; Carly 
N. Ferguson; Rachel R. Ogorzalek Loo ; Joseph A. Loo; 
UCLA, Los Angeles, CA
MP 065 Mass Spectrometric Top-Down Protein Sequencing 
de novo: The Full Determination of a 13.7 kDa 
Camelid Nanobody Sequence; Anja Resemann1; Gonyi 
Shi2; Dirk Wunderlich1; Jens Fuchser1; Detlev Suckau1;
1Bruker Daltonics, Bremen, Germany; 2Bruker Daltonics 
Inc., Fremont, CA
MP 066 Top-Down Sequencing of Proteins Extracted from 
Polyacrylamide Gels Using MALDI in Source Decay 
(ISD); G. Reid Asbury1; Anja Resemann2; Waltraud 
Evers2; Jessica Irrgang3; Detlev Suckau2; Trust T 
Razunguzwa1; Matthew J. Powell1; Harald Dibowski3;
1Protea Biosciences, Morgantown, WV; 2Bruker
Daltonik GmbH, Bremen, Germany; 3Dichrom GmbH, 
Marl, Germany
MP 067 Optimizing MALDI- ISD and T3 Methods for N- and 
C- Terminal Protein Sequencing; Suresh Annangudi;
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Jeffrey Gilbert; David Mccaskill; Jesse Balcer; Nicholas 
Harpham; Debbie Schwedler; Steve Evans; Dow
Agrosciences, Indianapolis, IN
MP 068 Electron Capture Dissociation for the Analysis of 
Recombinant Proteins; Atim Enyenihi1; Jon D. 
Williams2; Wendy White 2; Mary B. Moyer2; Takashi 
Baba1; Gary L. Glish1; 1University of North Carolina, 
Chapel Hill, NC; 2GlaxoSmithKline, RTP, NC
MP 069 Top Down Sequence Coverage Comparison between 
CID, HCD, and ETD on an Orbitrap XL Mass 
Spectrometer; Robert O'Meally; Robert Cole; Johns
Hopkins School of Medicine, Baltimore, MD
MP 070 Detailed Structural Characterization of Recombinant 
H3 and its Methylated Analogs by Top-Down FTMS   
Combined CAD and ECD; Jun Han; Christoph H. 
Borchers; University of Victoria-Genome BC Proteomics 
Centre, Victoria , Canada
MP 071 Atmospheric Pressure Thermal Dissociation of 
Multiply Charged Proteins; Suhl A Choi; Catherine 
Vinci; Mark E. Bier; Carnegie Mellon University, 
Pittsburgh, PA
MP 072 Protein pI Based Separation for Top-Down 
Proteomics; Nathanael F. Zinnel; Stephanie M. 
Cologna; Gyula Vigh; David H. Russell; Texas A&M 
University, College Station, Texas
MP 073 NIPAAM-MAA Brush Polymer Modified MALDI 
Targets for Improved Sequence Coverage in MS-
Based Protein Identification; Venney Wong; Gary R. 
Kinsel; Daniel J. Dyer; Bojan Mitrovic; Southern Illinois 
University, Carbondale, IL
MP 074 Quantitative Proteomic Analysis of the Membrane 
Proteome of the Pancreatic Cancer Metastasis; Min-
Sik Kim 1; Arivusudar Marimuthu 2; Manoj K. 
Kashyap2; Shinichi Yachida1; Chris Iacobuzio-
Donahue1; Akhilesh Pandey1; 1Johns Hopkins 
University, Baltimore, MD; 2Institute of Bioinformatics, 
Bangalore, India
MP 075 Protein Composition of a Vesicular Vaccine Carrier 
Derived from the Outer Membrane of Neisseria 
Meningitidis; Eberhard Durr; Lori C Stansberry; Lan 
Zhang; Mark A Miller; Joseph G Joyce; Loren D. 
Schultz; Craig Przysiecki; Merck & Co, West Point, PA
MP 076 Identification of Helicobacter Pylori Proteins 
Involved in the Cag Type-IV Secretion System 
Apparatus via Discovery and Targeted Mass 
Spectrometry Approaches; Carrie Shaffer1; W. Hayes 
McDonald1; Salisha Hill1; Mark McClain1; Ewa 
Hennig2; Timothy Cover1; 1Vanderbilt University, 
Nashville, TN; 2Medical Center for Postgraduate 
Education, Warsaw, Poland
PROTEOMICS: COVALENT LABELING, 077 - 092 
MP 077 Investigation of the CCL5-Chondrotin Sulfate 
Complex Using Hydroxyl Radical Footprinting 
Reveals Information Involving Ligand-Binding, 
Ligand-Induced Conformational Change and pH-
Dependent Aggregation; Caroline Watson; Vitor H. 
Pomin; Xu Wang; James H. Prestegard; Joshua S. Sharp; 
Complex Carbohydrate Research Center/UGA, Athens, 
GA
MP 078 Carbene-Labeling Strategy for Interface Mapping of 
Protein Complexes; Chanelle C. Jumper; David 
Schriemer; University of Calgary, Calgary, Canada
MP 079 Selective Enrichment of Cross-Linked Peptides by a 
Reductive Amination and Click Chemistry Based 
Cross-linking Strategy; Michael Trnka; A.L. 
Burlingame; University of California, San Francisco, 
CA
MP 080 ‘Clicking on’ Fluorous Tags: A Strategy for 
Enrichment of Cysteine-Containing Peptides in 
Proteomics Applications; Klaus Rumpel; Carla 
Fernandes; Mireia Fernández Ocaña; Pfizer 
PharmaTherapeutics Global R&D, Sandwich, UK
MP 081 Rapid Covalent Pre-Gel Modification of Proteins for 
their Instant Visualization and Subsequent Mass 
Spectrometric Characterization; Robert Winkler;
Marco Arnulfo Mata Gómez; Matthew Thomas Yasui; 
Tecnológico de Monterrey (ITESM), Monterrey, Mexico
MP 082 Carboxyl Group Protein Footprinting for Mapping 
the Dimerization Interface and Phosphorylation-
Induced Conformational Changes of a Membrane-
Associated Protein Kinase; Hao Zhang1; Wei Shen2;
Ilan Vidavsky1; Michael L. Gross1; Ron Bose2;
1Washington University, St.Louis, MO; 2Washington 
University School of Medicine, St.Louis, MO
MP 083 ‘Fixed Charge’ Chemical Derivatization and Data 
Dependant Multistage Tandem Mass Spectrometry 
for Mapping Protein Surface Residue Accessibility 
and Protein Interactions; Xiao Zhou; Yali Lu; Wenjing 
Wang; Babak Borhan; Gavin Reid; Michigan State 
University, East Lansing, MI
MP 084 Probing Topology Changes of Sindbis Virus 
Structural Proteins Using Novel CID-Cleavable 
Chemical Crosslinking Reagents and Mass 
Spectrometry Analysis; Fan Liu; Dennis Brown; 
Michael Goshe; NC State University, Raleigh, NC
MP 085 In vivo Study of E. Coli Protein-Protein Interactions 
Using Photocleavable Protein Interaction Reporter 
(pcPIR) Cross-Linking Strategy; Li Yang1; Chunxiang 
Zheng1; Chad Weisbrod 2; Michael R. Hoopmann 2;
Xiaoting Tang3; Jimmy Eng2; James Bruce2;
1Washington State University, Pullman, WA; 2University 
of Wasington, Seattle, WA; 3Novo Nordisk Inflammation 
Research Center, Seattle, WA
MP 086 Mapping of Contact Sites in Munc13/Calmodulin 
Complexes by Photoaffinity Labeling and Mass 
Spectrometry; Kalina Dimova1; Fernando Rodríguez-
Castañeda2; Mitcheell Maestre-Martínez2; Stefan 
Kalkhof3; Christian H. Ihling3; Andrea Sinz3; Christian 
Griesinger2; Teresa Carlomagno2; Nils Brose1, Olaf 
Jahn1; 1MPI Experimental Medicine, Goettingen, 
Germany; 2MPI Biophysical Chemistry, Goettingen, 
Germany; 3Martin Luther University Halle, Halle, 
Germany
MP 087 A Covalent Labeling Protocol Using S-Methyl 
Thioacetimidate for the Thermodyamic Analysis of 
Protein Folding and Ligand Binding; Ying Xu;
Michael C. Fitzgerald; Duke University, Durham, NC
MP 088 DEST: A Novel Protein Cross-Linking Reagent;
Matthew A. Lauber; James P. Reilly; Indiana University, 
Bloomington, IN
MP 089 Top-Down Sequencing Can Increase Information 
Content during Protein Structural Analysis by 
Covalent Labeling with Mass Spectrometric 
Detection; Yuping Zhou1; Desmond Kaplan2;
Christopher Thompson2; Richard Vachet1; 1University of 
Massachusetts, Amherst, MA; 2Bruker Daltonics, 
Billerica, MA
MP 090 Dynamical Effects of Incorporating Site-Specific 
Crosslinks in Peptides Examined by Hydrogen-
Deuterium Exchange Mass Spectrometry; Eizadora 
Yu; Aaron Highley; Richard Jacobsen; Sidney Elmer; 
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Darryl Sasaki; Kenneth Sale; Joseph Schoeniger; Sandia
National Laboratories, Livermore, CA
MP 091 The Interaction of hApe1 and its Redox-Activity 
Inhibitor E3330 by HDX, NEM Labeling, and Mass 
Spectrometry; Dian Su1; Sarah Delaplane2; Richard Yu-
Cheng Huang 1; Hao Zhang1; Meihua Luo2; Mark 
Kelley2; Millie Georgiadis2; Michael L. Gross1;
1Washington University, St Louis, MO; 2Indiana 
University, Indianapolis, IN
MP 092 Metal-Induced Hydrogen/Deuterium Exchange 
(MIX) and MS for Metal-Protein Binding Sites 
Determination; Jia Dong1; Adam M Graichen2; Richard 
Vachet2; 1university of massachusetts amherst, Amherst, 
MA; 2University of Massachusetts, Amherst, MA
PROTEOMICS: NEW APPROACHES I, 093 - 117 
MP 093 A Novel Approach to the Identification of Protein-
Protein Interaction Using On-Beads Cross-Linking, 
Co-Immunoprecipitation and Mass Spectrometry;
Bill Huang; Hee-Yong Kim; NIAAA/NIH, Rockville, MD
MP 094 Identification of Protein Targets in vitro and in vivo
by Using Dendrimer-Based Nanomedicine; Lianghai 
Hu; Jacob A. Galan; Anton Iliuk; Weiguo Andy Tao; 
Purdue University, West Lafayette, IN
MP 095 Identification of Proteins Induced by PUGNAc 
Treatment in 3T3-L1 Adipocytes Using ATP-Affinity 
Chromatography: Relationship between 
Ubiquitination and O-glycosylation; Jeong-Eun Lee;
Ja-Hye Park; Moon-Chang Baek; Kyungpook Nat'l 
Univ., Deagu, South Korea
MP 096 Mass Spectrometric Screening of Proteomic Changes 
in Human Breast Adenocarcinoma MCF-7 and T-
Lymphoblastoid Cells after Treatment with 
Antibody; Erika Lattova1; Boguslav Tomanek2; Dorota 
Bartusik3; Helene Perreault1; 1University of Manitoba, 
Winnipeg, Canada; 2NRC, Institute for Biodiagnostics,, 
Calgary, Canada; 3Cross Cancer Institute, Medical 
physics Department, Edmonton, Canada
MP 097 Integrated Mass Spectrometry Based Quantitative 
Analysis of Plasma Glycoproteins and their Glycan 
Modifications; Hong Wang1; Chee-Hong Wong1; Alice 
Chin1; Allen Taylor1; Ayumu Taguchi1; Samir Hanash1;
Sadanori Sekiya2; Hidenori Takahashi2; Masaki 
Murase2; Shigeki Kajihara3; Shinichi Iwamoto2; Koichi 
Tanaka2; 1PHS, Fred Hutchinson Cancer, Seattle, WA; 
2Koichi Tanaka Research Lab, Shimadzu Corporation, 
Kyoto, Japan; 3Technology Research Lab, Shimadzu 
Corporation, Kyoto, Japan
MP 098 Streamlining Chemoproteomics Technology for 
Rapid Target Identification in Drug Discovery; Hua 
Tang; Jeff Olson; Paul Richardson; Scott Warder; 
Violeta Marin; Shaun Mcloughlin; Abbott Laboratories, 
Abbott Park , IL
MP 099 Differential Proteomic Analysis of the Hippocampus 
in Homer2 knockout and Wildtype Mice: Molecular 
Implications for Alcohol Aversion; Scott Goulding1;
Rob Helton1; Karen Szumlinski2; Christine Wu 1;
1University of Colorado School of Medicine, Aurora, 
CO; 2University of California Santa Barbara, Santa 
Barbara, CA
MP 100 Differential Proteomic Analysis in 3 Different types 
of Human Lymphomas Following Nutlin-3A-Induced 
p53 Stabilization and Activation; Konstantina Psatha1;
Michalis Aivaliotis2; Elias Drakos3; George Rassidakis1;
1National and Kapodistrian University of Athens, 
Athens, Greece; 2Max-Planck-Institute of Biochemistry, 
Martinsried, Germany; 3M.D. Anderson Cancer Center, 
Houston, TX
MP 101 Use of Accurate Mass Measurement Shotgun 
Proteomic Analysis Method to Investigate the 
Proteome of Acinetobacter baylyi ADP1; Melissa 
Stoudemayer; William Whitman; Jon Amster; Yuchen 
Liu; Wes Bryson; University of Georgia, Athens, GA
MP 102 Investigation of ATP- and GTP-Binding Proteins in 
Human Cells upon 6-Thioguanine Treatment;
Yongsheng Xiao1; Yinsheng Wang2; 1University of 
California, Riverside, Riverside, CA; 2University of 
California, Riverside, CA
MP 103 Cell Specific On-Chip Protein Marker Discovery in 
Prostate Cancer Using MALDI-FTICR MS; Hans-
Rudolf Aerni; Kristina Schwamborn; Joey C. Latham; 
Andrey I Zavalin ; Richard M. Caprioli; Vanderbilt 
University, Nashville, TN
MP 104 Proteomics-Based Target Deconvolution of Clinical 
Multi-Kinase Inhibitors Inducing Apoptosis in 
Primary Chronic Lymphocytic Leukemia Cells 
(CLL); Marcus Bantscheff1; Ulrich Kruse1; Christian 
Pallasch2; Dirk Eberhard1; Stefan Maier1; Thilo Werner1;
Clemens Wendtner2; Gerard Drewes1; 1Cellzome AG, 
Heidelberg, Germany; 2University of Cologne, Cologne, 
Germany
MP 105 Knock-In AP-MS: A Sensitive Platform for Mapping 
Protein Interaction Networks in the Wnt Signaling 
Pathway; Jing Song; Yujun Hao; Zhenghe Wang; Rob 
Ewing; Case Western Reserve University, Cleveland, 
OH
MP 106 A High-Density Interactome for the Ubquitin-Like 
Protein Systems; Sarah Wheaton1; Tharan Srikumar1;
Connie Danielsen2; Brian Raught1, 2; 1Medical 
Biophysics, University of Toronto, Toronto, Canada; 
2Ontario Cancer Institute, Toronto , Canada
MP 107 Establishing Universal Units for Changes in the 
Expression Proteome as Well as in Signaling 
Activation; David Good1; Consuelo Marin-Vicente1;
Jinzhi Chen2; Roman Zubarev 1; 1Karolinska Institutet, 
Stockholm, Sweden; 2Roche, Palo Alto, CA
MP 108 Analysis of Cross-Linked Glycoproteins Through 
Mass Spectroscopy and Bioinformatics – Retaining 
Both Protein and Glycan Structural Information;
Morten Rasmussen1; Ana Neves-Ferreira1; Peter 
Hojrup2; 1BMB, Odense, Denmark; 2University of 
Southern Denmark, Odense M, Denmark
MP 109 Label-Free Quantitation to Dissect Site-Specific 
Phosphorylation Stoichiometry and Dynamics of 
Signaling Proteins Involved in Inflammation and 
Pathogenesis; Harsha P. Gunawardena; Yi Huang; Li 
Wang; Penggao Dai; Xian Chen; University of North 
Carolina at Chapel Hill, Chapel Hill, NC
MP 110 Scheduled MRM Method for H/D Measurements in 
Support of Drug Screening; Andrew J Percy; David 
Schriemer; University of Calgary, Calgary, Canada
MP 111 Extended Data-Independent Acquisition (XDIA): 
Improving on the Label-Free Data-Independent 
Analysis; Xuemei Han1; Paulo C Carvalho1, 2; Tao Xu1;
Daniel Cociorva1; Valmir C Barbosa2; John Yates1; 1The 
Scripps Research Institute, La Jolla, CA; 2Federal 
University of Rio de Janeiro, Rio de Janeiro, Brazil
MP 112 Global and Targeted Complexome Analysis of the 
Cytosolic Proteome of Enteropathogenic Escherichia 
Coli Using Native-PAGE Combined with nLC-LTQ 
Orbitrap MS; Vassilia Balabanidou; Michalis 
Aivaliotis; Malvina Papanastasiou; Spyridoula 
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Karamanou; Anastassios Economou; IMBB-FORTH, 
Heraklion, Greece
MP 113 Highly Multiplexed Targeted Proteomics with 
Increased Selectivity; Michael Heymann; Sébastien 
Gallien; Elodie Duriez; Bruno Domon; Luxembourg
Clinical Proteomics, CRP-Sante, Strassen, Luxembourg
MP 114 Universal Tool for On-Line Processing and Iterative 
Analysis; Bruce Pascal; Kristie Rose; Valerie Cavett; 
Jennifer Busby; The Scripps Research Institute, Jupiter, 
FL
MP 115 Advanced Automated Data Processing for ETD in 
Top-Down Proteomics; Ralf Hartmer; Carsten 
Stoermer; Bruker Daltonik, Bremen , Germany
MP 116 Improving Protein Identification Efficiency for 
Membrane Proteome Analysis of Escherichia coli by 
LC-ESI MS/MS Combined with Microwave-Assisted 
Sequential Protein Solubilization; Xiaoxia Ye; Liang 
Li; Chemistry Department, University of Alberta, 
Edmonton , Canada
MP 117 What Happens to Bacterial Cells and their Proteins 
after Microwave Heating? Towards a Single Step 
Sample Preparation Protocol for Proteomics; Sujit 
Kandar; Franco Basile; University of Wyoming, Laramie, 
WY
MS OF GLYCOPROTEIN I, 118 - 141 
MP 118 Candyland, the Novel and Distinct Outer Surface of 
the Archaeon Methanosarcina mazei; Deborah R. 
Francoleon; Renate Lux; Unmi Kim; Joseph A. Loo; 
Robert P. Gunsalus; Rachel R. Ogorzalek Loo; 
University of California, Los Angeles, Los Angeles, CA
MP 119 Site-Specific N-linked Glycan Characterization of the 
Keyhole Limpet Hemocyanin; Justin B. Sperry; Halyna 
E. Narepekha; Serdar Aykent; James A. Carroll; Pfizer, 
Chesterfield, MO
MP 120 Determination of N-Glycosylation Sites and Site 
Heterogeneity in the Extracellular Region of CD44s;
Huanhuan Han1; Martha Stapels2; Yingqing Yu2;
Yangjun Zhang1; Weibin Chen2; Li Tang1; Tim Riley2;
Xiaohong Qian1; 1Beijing Proteome Research Center, 
Beijing, China; 2Waters Corporation, Milford, MA
MP 121 Integrated Analysis of N-Glycans and Digest Peptides 
from Therapeutic Monoclonal Antibodies and 
Human Serum IgGs Using HPLC Chips with QTOF-
MS; Shiaw-Lin Wu1; Yi Wang1; Dayin Lin2; William 
Hancock1; Barry L. Karger1; 1Northeastern University, 
Boston, MA; 2Agilent Technologies, Inc., Waldbronn, 
Germany
MP 122 Glycoproteomic Analysis of Developing Zebrafish 
Eggs by a Tandem MS3 Approach on a Dual Collision 
Stage Enabled Q/TOF MS Instrument; Chia-Wei Lin1,
2; Sz-Wei Wu3; Lan-Yi Chang1; Yann Guérardel4;
Chang-Jen Huang1, 2; Kay-Hooi Khoo1, 3; 1IBC,
Academia Sinica, Taipei, Taiwan; 2IBS, National Taiwan 
University, Taipei, Taiwan; 3NRPGM Mass 
Spectrometry Core Facilities, Taipei, Taiwan; 
4Université des Sciences et Technologies, Lille, France
MP 123 Structural Analysis of an Unliganded and Highly 
Glycosylated gp120-Based Antigen Using Mass 
Spectrometry; Liwen Wang1, 3; Yali Qin2; Seiguei 
Ilchenko1, 3; Jennifer Bohon 1, 3; Wuxian Shi1, 3; Michael 
Cho2; Mark Chance1, 3; 1Case Western Reserve 
University, Cleveland, OH; 2Iowa State University, 
Ames, IA; 3Case Western Reserve University, Upton, NY
MP 124 Glycosecretome Analysis of Conditioned Medium of 
Breast Cancer Cell Lines; Yan Zhang; Xiaorong Tang; 
Ling Yao; Lisa Xu; Xiaofang Hu; Shanghai Jiao Tong 
University, Shanghai, China
MP 125 Identification and Investigation of Glycosylation Sites 
and Site Occupation within Campylobacter Jejuni 
Using Glycoproteomic Strategies; Nichollas Scott1;
Nicolle Packer2; Martin R. Larsen3; Stuart Cordwell4;
1University of Sydney, Sydney, Australia; 2Macquarie 
University, Sydney, Australia ; 3Univ. Southern 
Denmark, Odense, Denmark; 4The University of Sydney, 
The University Of Sydney, Australia
MP 126 Large-Scale Precision Mapping of N-Glycosylation 
Sites in the Proteomes of Mouse Organs and Plasma;
Dorota F. Zielinska1; Florian Gnad2; Pawel 
Ostasiewicz1; Matthias Mann1; Jacek R. Wisniewski1;
1Max Planck Institute for Biochemistry, Martinsried, 
Germany; 2Harvard Medical School, Boston, MA
MP 127 Glycosylation Profiling of Recombinant CD24 by 
Chromatographic Methods and MALDI-QIT-TOF 
MS; Zhenxin Lin1; Yashu Liu 1; Fan Xiang2; Yang Liu1;
David M. Lubman 1; 1University of Michigan, Ann 
Arbor, MI; 2Shimadzu Biotech, Pleasanton, CA
MP 128 Identification of the Human-Like Immunoglobulin 
IgG in the Plasma of the Endangered White-Winged-
Wood Duck; Audrey Andzelik; Claire McCarthy; 
Michael Majetich; Jooi Vyas; Abigail Hexamer; Tria 
Charnas; Hiram College, Hiram, OH
MP 129 Demonstrating Biomanufacturing Comparability of 
Therapeutic Glycosylated Monoclonal Antibodies 
through Identification of N-Linked Glycans by 
Directed Multi-Stage Mass Spectrometry 
Oligosaccharide Profiling; Ian Edwards1; Shuuichi 
Nakaya2; Daniel Spencer3; Norihiro Kikuchi4; Akihiko 
Kameyama5; Hisashi Narimatsu5; 1Shimadzu Biotech, 
Manchester, UK; 2Shimadzu Corporation, Kyoto, Japan; 
3Ludger Ltd, Abingdon, UK; 4Mitsui Knowledge Industry 
Co Ltd, Tokyo, Japan; 5AIST, Tsukuba, Japan
MP 130 Autoantibody Against Different Glycoforms of N-
Cadherin in Melanoma Patient Sera; Yashu Liu1;
Jintang He 1; Xiaolei Xie 1; Michael S. Sabel1; Fan 
Xiang2; David M. Lubman 1; 1University of Michigan, 
Ann Arbor , MI; 2Shimadzu Biotech, Pleasanton, CA
MP 131 Analysis of N-Glycosylation of ABCA4 by Mass 
Spectrometry; Benlian Wang1; Yaroslav Tsybovsky2;
Krzysztof Palczewski2; Mark R. Chance1; 1Center for 
Proteomics and Bioinformatics, Case Western Reserve 
University, Cleveland, OH; 2Department of 
Pharmacology, Case Western Reserve University, 
Cleveland, OH
MP 132 Process Proteomics Related to Plasma Derived Blood 
Coagulation Glycoproteins Using MALDI Mass 
Spectrometry and a Software Assisted Database;
Omar Belgacem1; Matthew Openshaw1; Guenter 
Allmaier3; Katharina Pock2; 1Shimadzu Biotech, 
Manchester, UK; 2Octapharma Pharmazeutica, Vienna, 
Austria; 3Institute of Chemical Technologies and 
Analysis, Vienna, Austria
MP 133 N-glycoproteome Analysis of Normal Human Liver 
by Complementary Glycoproteomic Approaches and 
Bioinformatics; Yaohan Chen; Xinwen Zhou; Mingqi 
Liu; Guoquan Yan; Jing Cao; Pengyuan Yang; Fudan
University, Shanghai, China
MP 134 Site-Specific Glycoprofiling of Pharmaceutical 
Compounds Employing Quantitative Glycopeptide 
Enrichment Followed by Complementary HILIC- 
and RP-LC-MS Analysis; Jessica Wohlgemuth1; Wen 
Jiang2; Thomas Eichhorn1; Sven Andrecht1; 1Merck 
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KGaA, Darmstadt, Germany; 2Merck SeQuant AB, 
Umea, Sweden
MP 135 Characterization of N-linked Glycosylation of a 
Recombinant Human Protein by Precursor Ion 
Scanning Quadrupole/Linear Ion Trap MS; Sheng 
Zhang; Hashimoto Yoshifumi; Gary Blissard; Cornell 
University, Ithaca, NY
MP 136 Therapeutic Trifunctional Triomab® Antibodies: 
Site-Specific Characterization of the Glycosylation 
Pattern by Mass Spectrometry; Matthias Plöscher2;
Patrick Gruber1; Michael Wasiliu1; Horst Lindhofer1;
Dirk Chelius1; 1TRION Pharma, Munchen, Germany; 
2TRION Research, Martinsried, Germany
MP 137 Semi High-Throughput Peptide Based Quantitative 
Glycoprofiling of Therapeutic Antibodies Using 
MALDI-TOF; Jette Wagtberg Sen; Yvonne B. Larsen; 
Symphogen A/S, Lyngby, Denmark
MP 138 Characterization of Isobaric O-glycopeptides From 
Human IgA1 by Activated Ion-electron Capture 
Dissociation; Kazuo Takahashi1; Stacy Hall1; Archer D. 
Smith IV1; Knud Poulsen2; Mogens Kilian2; Jan Novak1;
Matthew B. Renfrow1; 1University of Alabama at 
Birmingham, Birmingham, AL; 2Aarhus University, 
Aarhus, Denmark
MP 139 Improving Confidence in Characterization and 
Detection of Site-Specific Protein N-Glycolsylations;
Anoop M. Mayampurath; Yin Wu; Zaneer Segu; Yehia 
Mechref; Haixu Tang; Indiana University, Bloomington , 
IN
MP 140 Separation of Protein Glycoforms by Preparative 
Native Electrophoresis on the ProteomeSep MF10;
James A Atwood III1; Jeannette Tran2; John Andrews2;
1Bioinquire, Athens, GA; 2NuSep, Lane Cove, NSW
MP 141 Investigation of Sulfo-Glycopeptide Enrichment 
Strategies for Glycoproteomic Work-Flows; Sergei 
Snovida; Sz-Wei Wu; Kay-Hooi Khoo; Institute of 
Biological Chemistry, Academia Sinica, Taipei, Taiwan
QUANTITATIVE PROTEOMICS I, 142 - 176 
MP 142 Employing Isotype-Specific Peptides for the Relative 
Quantitation of ȕ-Tubulin Isotypes; Leah M. Miller;
Chia-Ping Huang Yang; Susan Band Horwitz; Ruth 
Hogue Angeletti; Albert Einstein College of Med, Bronx, 
NY
MP 143 Optimizing Competition-Based Kinase Inhibitor 
Profiling Using Serial Affinity Enrichment and 
Targeted Quantitative Mass Spectrometry; Scott 
Brittain; Edmund Harrington; Ivan Cornella-Taracido; 
John Tallarico; Markus Schirle; NIBR, Cambridge, MA
MP 144 Chemical Kinomics: Approach Towards Quantitative 
Profiling of Cellular Small Molecule Targets and 
Kinase Proximal Signaling; Kirti Sharma1; Christoph 
Weber1; Michaela Bairlein1; György Kéri2; Chanchal 
Kumar1; Jesper Velgaard Olsen3; Jürgen Cox1; Henrik 
Daub1; 1Max Planck Institute for Biochemistry, 
Martinsried (Near Munich), Germany; 2Vichem Chemie 
Ltd, Budapest, Hungary; 3Department of Proteomics, 
University of Copenhagen, Copenhagen, Denmark
MP 145 Label-Free Quantification of Protein Co-
Immunoprecipitation Experiments; Marc Gentzel;
Zoltan Maliga; Andrej Vasilj; Anthony Hyman; Andrej 
Shevchenko; MPI-CBG, Dresden, Germany
MP 146 High-Performance Label-Free LC-MS Quantification 
for Bioprocess Analytics; Daniel C. Chamrad1; Klaus 
Marquart1; Gerhard Koerting1; Barbara Sitek2; Sebastin 
Link2; Helmut E. Meyer2; Kai Stühler2; Martin 
Blueggel1; 1Protagen AG, Dortmund, Germany; 
2Medizinisches Proteom-Center, Bochum, Germany
MP 147 High-Speed Proteomic Signature by Informatics-
Assisted Label-Free Quantitation; Pei-Yi Lin1; Chia-
Feng Tsai1; Chih-Chiang Tsou2; Chia-Li Han 1; Yi-Ting 
Wang1; Ting-Yi Sung2; Wen-Lian Hsu2; Yu-Ju Chen1;
1Institute of chemistry, Academia Sinica, Taipei, Taiwan; 
2Inst. Info Sci, Acad. Sinica, Taipei, Taiwan
MP 148 Synthetic Peptide Libraries as Internal Standards for 
Label-Free Quantitative Proteomics; Randy J. Arnold;
Katharine Witkin; Brian Bohrer; Yong Li; David E. 
Clemmer; Predrag Radivojac; Haixu Tang; Indiana 
University, Bloomington, IN
MP 149 A Strategy for the Quantification of Protein 
Polyethylene Glycol Derivatized Sites Using iTRAQ;
Rebecca Monk1; Majid Ghassemian3; Elizabeth 
Komives2; 1University of California San Diego, La Jolla, 
CA; 2University of California, La Jolla, CA; 3UCSD, La 
Jolla, CA
MP 150 Probing the Oligomeric State of Chloroplast 
Proteome in Arabidopsis Thaliana by Mass 
Spectrometry: Megadalton-Sized Complexes and the 
Clp Protease Machinery; Paul Dominic B. Olinares;
Lalit Ponnala; Klaas J. Van Wijk; Cornell University, 
Ithaca, NY
MP 151 Detecting Differentially Expressed Proteins in 
Drosophila Testes Using LTQ Orbitrap and Tandem 
Mass Tag; Yan Wang; Zi-Feng Jiang; Carlos A. 
Machado; University of Maryland, College Park, MD
MP 152 Comparison of High pH RP and OGE Fractionation 
Approaches in 2D-LC Shotgun Analysis of iTRAQ 
Labeled Potato Extracts; Yong Yang1; Li Li1; Qiang 
Xu2; Theodore Thannhauser1; 1USDA-ARS at Cornell 
Universi, Ithaca, NY; 2Cornell University, Ithaca, NY
MP 153 High-Resolution Isoelectric FocUsing: A Leap 
Forward for Intact Protein Separations and Top-
Down Mass Spectrometry; Daniel Smith; Jaekuk Kim; 
Steven Patrie; UT Southwestern Medical Center, Dallas, 
TX
MP 154 Quantitative Local False Discovery Rates, Deep 
Sampling and Protein Abundance Change Using a 
Model Microbial Proteome; Tiansong Wang1;
Qiangwei Xia2; David A. C. Beck1; Murray Hackett1;
1University of Washington, Seattle, WA; 2Univ of 
Wisconsin, Madison, Madison, WI
MP 155 Using ANOVA on Spectra Counts Improves 
Multidimensional Label-Free Quantitative Proteomic 
Analysis; Rachel Adams1, 2; Paul Abraham1, 2; Robert 
Hettich1, 2; Chongle Pan1; 1Oak Ridge National Lab, Oak 
Ridge, TN; 2GST, University of Tennesee, Knoxville, TN
MP 156 Efficiency-Optimized Bioinformatics for Label-Free 
Quantification; Andrej Vasilj1; Marc Gentzel2; Andrej 
Shevchenko3; 1MPI-Cell Biology and Genetic, Dresden, 
Germany; 2MPI-CBG, Dresden, Germany; 3MPI of Mol 
Cell Biology, Dresden, Germany
MP 157 Improved Accuracy in Absolute Quantitation of 
Ricin Extracted From Food Matrices Using a Protein 
Calibration Curve; Sara C. Mcgrath 1; David M. 
Schieltz1; Lisa G. Mcwilliams2; John R. Barr1; 1Centers 
for Disease Control and Prevention, Atlanta , GA; 
2Battelle Memorial Institute, Atlanta, GA
MP 158 Rapid Processing of Peptide MRM Data Using 
Relative Noise to Identify Errors and Provide a 
Mechanism for Combination of Results; Stephen A 
Tate 1; Gordana Ivosev1; Nick Bisson2; Andrew James2;
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Tony Pawson2; Lorne E B Taylor 2; 1AB Sciex, Concord 
, Canada; 2SLRI, Mt. Sinai, Toronto, Toronto, ON
MP 159 PeptideAtlas as a Resource for Measuring Human 
Proteins Using SRM; David S Campbell1; Terry Farrah 
1; Eric Deutsch1; Zhi Sun1; Luis Mendoza1; Ulrike 
Kusebauch 1; Mi-Youn Brusniak1; Jeffrey Stevens1;
Doug Spicer1; Paola Picotti2; Ruedi Aebersold2; Robert 
Moritz1; 1Institute for Systems Biology, Seattle , WA; 
2Institute for Molecular Systems Biology (ETH), Zurich, 
Switzerland
MP 160 Comparison of Label-Free Proteome Quantification 
Methods on Standards and Retinoic Acid Treated 
Cells; John D Chapman; Yihsuan Tsai; Soyoung Ryu; 
Ariel Topletz; Alexandre Panchaud ; Scott A. Shaffer; 
Nina Isoherranen; David R. Goodlett; University of 
Washington, Seattle, WA
MP 161 Improved Label-Free Quantitative LC-MS for 
Biomarker Discovery Efforts; Tom Taverner1; Alan 
Dabney2; Huiyan Sang2; Samuel Purvine1; Gordon 
Anderson1; Mary Lipton1; Richard Smith1; 1Pacific 
Northwest National Laboratory, Richland, Wa, WA; 
2Texas A&M University, College Station, TX
MP 162 Which Proteins are Really Differentially Displayed? -
-- iTRAQ Data Evaluation; Xiaomin Song1; Sean L. 
Seymour2; Mark Molloy1; 1APAF, Sydney, Australia; 
2AB SCIEX, Foster City, CA
MP 163 A SILAC Study of Biological Variability in the 
Mouse: the Murine Cardiac Proteome; Francesca 
Zappacosta; John A. Krawiec; Gilbert F. Scott; Mark E. 
Burgert; John R. Toomey; Roland S. Annan; 
GlaxoSmithKline, Collegeville, PA
MP 164 IsoQuan: A New SILAC-Based Mass Spectrometry 
Quantitation Method; Yunhu Wan; Zhongping Liao; 
Stefani Thomas; Austin Yang; Univ of Maryland 
Baltimore, Baltimore , MD
MP 165 Relative Quantification of Proteins by Use of 
Multiplexed Tandem Mass Tags, Nano-LC and an 
Ultra-High Resolution Time-of-Flight Mass 
Spectrometer; Roslyn Dillon; Carol Nilsson ; Jingjing 
Ye; Stone D.-H. Shi; Michael Greig; Pfizer Global R&D 
- La Jolla, San Diego, CA
MP 166 Improving Mass Spectrometer Utilization Time for 
Low Abundance Protein Identification in Complex 
Proteome Samples; Christopher Loran1; Kerry Nugent2;
Peter Kent3; Sandy Yates4; Christian Klein4; Joseph P. 
Fox4; 1Michrom Bioresources Inc, Hayward, CA; 
2Michrom Bioresources, Inc., Auburn, CA; 3Michrom 
Bioresources, Auburn, CA; 4Bruker Daltonics, Fremont, 
CA
MP 167 Optimization of Sensitivity, Resolution, Throughput 
and Robustness in LC-MRM/MS for Protein 
Quantitation; Kerry Nugent1; Lori Ann Upton1; Yixin 
Zhu1; Christopher Loran1; Sahana Mollah2; Christie L 
Hunter2; Lydia Nuwaysir2; 1Michrom Bioresources, 
Auburn, CA; 2Applied Biosystems, Foster City, CA
MP 168 Quantification of Protein Complexes in Time Course 
Experiments with High Spectral and Temporal 
Resolution; Lorne E B Taylor 2; Stephen A. Tate1; Yong 
Zheng2; Cunjie Zhang2; Chris Lock1; Tony Pawson2;
1AB SCIEX, Concord, ON, Canada; 2Samuel Lunenfeld 
Research Institute, Toronto, ON, Canada
MP 169 Improving Selectivity Using MRM3 Quantitation for 
the Definitive Detection of Human Protein Kinases;
Ulrike Kusebauch1; Christie L Hunter2; Ruedi 
Aebersold1, 3; Robert L Moritz1; 1Institute for Systems 
Biology, Seattle, WA; 2AB SCIEX, Foster City, CA; 
3ETH Zurich, Zurich, Switzerland
MP 170 Enhanced Sensitivity and Accuracy in Protein 
Quantification with iTRAQ Using a Dual-Cell Linear 
Ion Trap - Orbitrap Mass Spectrometer; Guanghui 
Wang; Marjan Gucek; Proteomics Core, NHLBI, NIH, 
Bethesda, MD
MP 171 Absolute Quantification of the Proteome of 
Chlamydia trachomatis Using Two-Dimensional 
Reverse Phase Liquid Chromatography and MSE;
Thérèse McKenna2; Chris Hughes 2; Ian Clarke1; James 
Langridge2; C. David O'Connor1; Paul J Skipp1;
1University of Southampton, Southampton, UK; 2Waters 
Corporation, Manchester, UK
MP 172 Quantitative Proteomics Analysis Using MS-E Data 
Acquisition of Chlamydomonas Reinhardtii Under 
Copper-Deficiency Conditions; Scott Hsieh; Madeli 
Castruita; Sabeeha S. Merchant; Joseph A. Loo; UCLA, 
Los Angeles, CA
MP 173 Quantifying the Effects of Ionizing Radiation and 
Radiprotectors on Lymphoblastoid Cells Using 
OFFGeLC-MS-E; Jonathan Erde1; A. Jimmy Ytterberg 
1; Shareef A. Nahas2; Richard A. Gatti2; Joseph A. Loo1;
1UCLA Department of Chemistry and Biochemistry, Los 
Angeles, CA; 2UCLA School of Medicine, Los Angeles, 
CA
MP 174 Application of ETD Fragmentation for Quantitative 
Analysis of the Relative Composition of Amyloid-
Beta Binary Mixtures; Igor Popov2; Maria I. 
Indeykina2; Sergey Kozin3; Alexey Kononikhin1;
Eugene Nikolaev1; 1The Institute for Energy Problems of 
Chemical Phys, Moscow, Russian Federation; 2Institute 
of Biochemical Physics RAS, Moscow, Russia; 3Intitute 
of Biomedical Chemistry RAMS, Moscow, Russia
MP 175 A Rapid, Reproducible, On-the-Fly Orthogonal 
Array Optimization Method for Targeted Protein 
Quantification by LC/MS and its Application in 
Clinical Analysis; Jun Qu1; Xiaotao Duan 1; Jun Li1;
Hao Wang2; Frank Engler3; 1University at Buffalo, 
Amherst, NY; 2UB_Pharmaceutical Science, Buffalo, 
NY; 3Methodist Hosp. Res. Inst., Houston, TX
MP 176 Approach of Using Hybrid Ion Trap TOF Mass 
Spectrometer in Conjunction with Stable Isotope 
Coding for Protein Quantification and Identification;
Liang Zhao 2; Haiqiang Yu3; Will Bankert4; Fan Xiang1;
1Shimadzu Biotech, Pleasanton, CA; 2University of the 
Pacific, Stockton, CA; 3The Rockefeller University, New 
York, NY; 4Shimadzu, Pleasanton, CA
PEPTIDE QUANTITATION: APPLICATIONS, 177 - 202 
MP 177 Quantitative Analysis of Selected Saliva Proteins;
Nawei Zhang2; Nagarajan Chandramouli1; Daniel 
Malamud3; Haiteng Deng1; 1The Rockefeller University, 
New York, NY; 2Beijing Chaoyang Hospital affiliated 
CMSU, Beijing, China; 3NYU College of Dentistry, New 
York, New York
MP 178 A Highly Selective and Sensitive LC-MS/MS Method 
for Analysis of Glucagon in Human Plasma;
Veniamin Lapko; Paul Brown; Ridha Nachi; Chris 
Kafonek; Alan Dzerk; John Rollag; Corey Ohnmacht; 
Chad Briscoe; MDS Pharma Services, Lincoln, NE
MP 179 Comparison of Peptide Fractionation by Basic pH 
Reversed Phase, SCX/KCl and SCX/AmFor for 
Verification of Protein Biomarker Candidates in 
Plasma; Michael Burgess; Hasmik Keshishian; Terri 
Addona; Steven A. Carr; Broad Institute, Cambridge, 
MA
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MP 180 Development of a Sensitive SPE-Immunoaffinity LC-
MS/MS Assay for the Quantification of a Biomarker 
Peptide (CGRP) in Rat and Human Plasma; Guodong 
Zhang1; Yi (Eve) Su1; Jie Guo1; Yizhong Zhang1; King 
Lindsay1; Douglas Fast2; Rick Steenwyk1; 1Pfizer Inc., 
Groton, CT; 2Covance, Madison, WI
MP 181 Unbiased Proteomics to Identify Novel Biomarkers 
for HIV Dementia; Adriana Bora1, 3; Dawn Chen2, 3;
Ned Sacktor2, 3; Justin McArthur2, 3; Avindra Nath2, 3;
Robert Cotter1, 3; 1Department of Pharmacology and 
Molecular Sciences, Baltimore , MD; 2Department of 
Neurology, Baltimore , MD; 3Johns Hopkins School of 
Medicine, Baltimore , MD
MP 182 Multiple Reaction Monitoring Verification and 
Quantitative Analysis of Cathelicidin Biomarker in 
Human Serum After Automated Sample Cleanup 
and Deproteinization; Feliciano Priego-Capote; Mónica 
Calderón-Santiago; José María Mata-Granados; José 
Manuel Quesada-Gómez; María Dolores Luque de 
Castro; University of Córdoba, Córdoba, Spain
MP 183 Investigation of Lot-to-Lot Matrix Variation and 
Carry-Over for a Small Peptide in Human Serum;
Yifei Liu; Jessica Schofield; Tandem Labs, a division of 
Labcorp, West Trenton, NJ
MP 184 Comparing Multiple Strategies for Targeted Protein 
Quantitation in Human Serum; Uta Ceglarek1; Natalie 
Wielsch1; Joerg Dojahn2; Matthias Glueckmann2;
Alexander Leichtle1; Linda Kortz1; Joachim Thiery1;
Georg Martin Fiedler1; 1Institute of Laboratory 
Medicine, University Hospital and Medical Faculty 
Leipzig, Germany; 2AB SCIEX, Darmstadt, Germany
MP 185 A Validated LC/MS/MS Assay for the Determination 
of the Tissue Protective Peptide ARA 290 in Human 
Plasma; Adlai E Niggebrugge 1; Michael Callahan1;
Michael Yamin2; 1Charles River Laboratories, 
Shrewsbury , MA; 2Araim Pharmaceuticals, Ossining, 
New York
MP 186 N, N-Dimethyl Amino Acids as iTRAQ Alternative 
Reagents for Neuropeptide towards Quantitation at 
Multiple Feeding Time Points; Feng Xiang1; Hui Ye1;
Ruibing Chen1; Qiang Fu2; Lingjun Li1; 1UW-Madison, 
Madison, WI; 2Schering Plough, North Plainfield, NJ
MP 187 Protease Evaluation for Production of Methionine-
Deficient Peptides for MRM Quantitation of the 
Infectious Prion Protein; Robert Sturm; Clarissa 
Booth; Christen Smith; Joel Pedersen; Lingjun Li; 
University of Wisconsin, Madison, WI
MP 188 Identification, Characterization and Quantification 
of Neuropeptides by LC-ESI/MS/MS in Rat Models 
of Osteoarthritis; Catherine E. Ferland; Pascal Vachon; 
Francis Beaudry; University of Montreal, St-Hyacinthe, 
Canada
MP 189 Quantitation of Neuropeptides on Different Mass 
Spectrometry Platforms; Xiaowen Hou1; Fang Xie2;
Jonathan Sweedler1; 1University of Illinois Urbana-
Champaign, Urbana, IL; 2Pacific Northwest National 
Laboratory, Richland, WA
MP 190 Secretion Vesicle Proteomics: Glioblastoma Exosome 
and Modulation by Wild-Type p53 Genetherapy;
Jeremiah Tipton1; Carol Nilsson 2; Mark R. Emmett1;
Xiaoyeng Sheng3; Charles A. Conrad3; Alan G. 
Marshall1; 1Nat'l High Magnetic Field Lab, Tallahassee, 
FL; 2Pfizer Inc., San Diego, CA; 3M.D. Anderson 
Cancer Center, Houston, Texas
MP 191 Analysis of Human CSF Alzheimer’s Disease 
Samples Using Surface-coupled Antibody Arrays and 
MALDI-TOF Mass Spectrometry; Amanda Bulman1;
Enrique Dalmasso1; Steve Roth1; Mariana Rusa 1;
Matthew Hammond1; Fiona Plows1; Martin 
Schuerenberg2; 1Bio-Rad Laboratories, Inc., Hercules, 
CA; 2Bruker Daltonics, Bremen, Germany
MP 192 Truncation of CXCL12, Stromal Cell Derived 
Factor-1, by Proteolytic Enzymes in Bone Marrow 
from Patients with Polycythemia Vera; Sool Yeon 
Cho1; Mingjiang Xu1, 2; John Roboz1; Ronald Hoffman1,
2; 1Mount Sinai School of Medicine, New York, NY; 
2Myeloproliferative Disorder Research Consortium, New 
York, NY
MP 193 Stable Isotope Labeling with Amino Acids in Cell 
Culture (SILAC)-Based Proteomic Analysis to 
Investigate Ethanol-Induced Protein Expression 
Profiles in Microglia; Amanda Edson1; David Barber2;
Bin Liu2; Ping Zhang2; Stanley M. Stevens, Jr. 1;
1University of South Florida, Tampa, FL; 2University of 
Florida, Gainesville, FL
MP 194 Quantitative Proteomic Dissection of Epigenetic 
Changes Associated with LPS-induced Inflammation;
Heather Kuiper; Harsha Gunawardena ; Cui Liu; Xian 
Chen; University of North Carolina, Chapel Hill, NC
MP 195 Absolute Quantification of Human Embryonic Stem 
Cell Transcription Factors via Stable Isotope 
Dilution and Selected Reaction Monitoring Mass 
Spectrometry; Gloria Kreitinger1; Justin Brumbaugh1;
Doug Phanstiel1; Amol Prakash2; Scott Peterman3;
Joshua J. Coon1; 1University of Wisconsin, Madison, WI; 
2ThermoFisher Scientific, Cambridge, MA; 3Thermo 
Electron, Grimes, IA
MP 196 Quantifying Changes in Protein Expression Level in 
CEM Cells After Anti-Cancer Treatment; Tomas 
Ozdian1, 3; Dusan Holub3; Petr Pompach1, 2; Petr Man1, 2;
Martin Strohalm1; Vladimir Havlicek1, 4; Petr Dzubak3;
Marian Hajduch3; Petr Novak1, 2; 1Institute of 
Microbiology, Prague, Czech Republic; 2Faculty of 
Science, Charles University in Prague, Prague, Czech 
Republic; 3Faculty of Medicine, Palacky University in 
Olomouc, Olomouc, Czech Republic; 4Faculty of 
Science, Palacky University in Olomouc, Olomouc, 
Czech Republic
MP 197 Effect of Toll-Like Receptor Agonists on Thymosin 
Beta 4 (Tȕ4) Production by Chicken Macrophages;
Lakshmi Kannan3; Rohana Liyanage 1; Narayan C Rath2;
Jackson O Lay, Jr1; 1Department of Chemistry, 
University of Arkansas, Fayetteville , Arkansas; 
2PPPSRU/Agricultural Research Service/USDA, 
Fayetteville, Arkansas; 3Dept. of Poultry Science, 
University of Arkansas, Fayetteville, Arkansas
MP 198 Quantitative Proteome Analysis of Breast Cancer 
Tissue Samples for Identification of Putative Cancer 
Biomarkers; Lu Chen1; Andy Lo1; Sambasivarao 
Damaraju2; John Mackey2; Liang Li1; 1University of 
Alberta, Edmonton, Canada; 2Cross Cancer Institute, 
Edmonton, Canada
MP 199 Using Mass Spectrometry to Assist the Mechanistic 
Investigation of DIMM as a Master Regulator in 
Drosophila Peptidergic Cells; Ping Yin1; Dongkook 
Park2; Paul Taghert2; Jonathan Sweedler1; 1University of 
Illinois at Urbana-Champaign, Urbana, IL; 2Washington 
University in St. Louis, St. Louis, MO
MP 200 Fast and Accurate Quantitative Detection of 
Microcystins and Nodularins in Serum Matrix with 
LC-ESI-Q-TOF-MS Instrumentation; Milla-Riina 
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Neffling; Lisa Spoof; Jussi Meriluoto; Department of 
Biochemistry, Åbo Akademi University, Turku, Finland
MP 201 Multiple Reaction Monitoring Assay for 
Preeclampsia Related Placental Peptides of 
Calcyclin; Coskun Güzel; Lennard Dekker; Nicolette 
Ursem; Eric Steegers; Theo Luider; Erasmus Medical 
Center, Rotterdam , The Netherlands
MP 202 Rapid, Large-Scale Multiplexed Protein 
Quantification on a Timescale and Depth Similar to 
Cutting-Edge Transcriptomic Technologies; M. Violet 
Lee; Scott E. Topper; Audrey P. Gasch; Joshua J. Coon; 
University of Wisconsin, Madison, WI
BIOMARKER DISCOVERY I, 203 - 232 
MP 203 Novel Diagnostic and Prognostic Biomarker Panels 
for Derived by Shotgun and Target Serum 
Proteomics; Rong Zeng1; Yang-Sheng Liu1; Hai-Quan 
Chen2; 1Shanghai Institutes for Biological Sciences, 
Shanghai, China; 2Shanghai Cancer Hospital, Shanghai, 
China
MP 204 Labeled Label Free Analysis of Estrogen Receptor 
(ER) Negative Tumors Sensitized to Tamoxifen by 
Epigenetic Therapy; Patrick Shaw2; Madhavi Billam3;
Brian L Hood1, 2; Yi Huang1, 2; Thomas P. Conrads1, 2;
Nancy Davidson1, 2; 1Department of Pharmacology and 
Chemical Biology, Pittsburgh, PA; 2The University of 
Pittsburgh Cancer Institute, Pittsburgh, PA; 3Rutgers 
University, Newark, NJ
MP 205 Developing a Mass Spectrometry-Based Workflow 
Targeting the Plasma Phosphoproteome for Cancer 
Biomarker Discovery; Anna M. Zawadzka1; Bensheng 
Li 1; Penelope M. Drake2; Miles Braten2; Birgit 
Schilling1; Lynda Dieckman3; Lee Makowski3; Susan J. 
Fisher2; Bradford W. Gibson1; 1Buck Institute for Age 
Research, Novato, CA; 2UCSF Mass Spectrometry Core, 
San Francisco, CA; 3Argonne National Laboratory, 
Argonne, IL
MP 206 LCM-Proteomics for Breast Cancer Biomarker 
Discovery: Qualification of Proteins; Sangwon Cha1;
Marcin B. Imielinski2; Elizabeth A. Richardson2; Tomas 
Rejtar1; Dennis C. Sgroi2; Barry L. Karger1;
1Northeastern University, Boston, MA; 2Massachusetts 
General Hospital, Charlestown, MA
MP 207 Quantification of Prostate Cancer Proteins from 
Expressed Prostatic Secretion Using a Stable Isotope 
Labeled Proteome and Selected Reaction Monitoring;
Ting Zhao 1; Brian L Hood2; Nicholas Bateman1; Mai 
Sun2; Thomas P. Conrads1; 1University of Pittsburgh, 
Pittsburgh, PA; 2University of Pittsburgh Cancer 
Institute, Pittsburgh, PA
MP 208 Identification of Protein Markers Predicting 
Chemotherapy Resistance in Breast Cancer;
Malgorzata Jaremko1; Rene BH Braakman2; Rui Zhao3;
Michael Tian3; Samuel Purvine3; Ljiljana Pasa-Tolic3;
John WM Martens2; Theo Marten Luider4; John A 
Foekens2; Arzu Umar2; 1Mount Sinai School of Medicine, 
New York, NY; 2Erasmus MC Rotterdam, Dept of 
Medical Oncology, Rotterdam, The Netherlands; 
3Pacific NW Nat'l Lab, Richland, WA; 4Erasmus MC 
Rotterdam, Dept. Neurology, Rotterdam,The 
Netherlands
MP 209 Tissue Protein Biomarker Discovery for Risk of 
Progression in Barrett’s Esophagus; Brian L Hood1;
Jon M Davison1; Melanie S Flint1; Mai Sun1; Jacqueline 
M Jones-Laughner1; Amol Prakash2; Mary F Lopez2;
Blair A Jobe1; Thomas P Conrads1</S; 1University of 
Pittsburgh Cancer Institute, Pittsburgh, PA; 
2ThermoFisher Scientific, Cambridge, MA
MP 210 Proteomic Biomarker Discovery from Renal Cell 
Carcinoma Tissue Interstitial Fluid; Pang-Ning Teng1,
2; Brian L Hood1; Mai Sun1; Rajiv Dhir3; Thomas P. 
Conrads1, 2; 1The University of Pittsburgh Cancer 
Institute, Pittsburgh, PA; 2Department of Parmacology 
and Chemical Biology, Pittsburgh, PA; 3Department of 
Pathology, University of Pittsburgh, Pittsburgh, PA
MP 211 Towards a Systematic Understanding of Mechanism-
Based Markers for Cancer Prevention: The 
Functional Convergence of ex vivo and in vivo
Proteomes; Theodoros I. Roumeliotis1; Nicolaie Eugen 
Damoc2; Michaela Scigelova2; Thomas Moehring2;
Martin Hornshaw2; Pantelis Rigas3; Spiros D. Garbis1;
1Biomedical Research Foundation-Academy of Athens, 
Athens, Greece; 2Thermo Fisher Scientific, Bremen, 
Germany; 3Technological Educational Institute-
Thessaloniki, Thessaloniki, Greece
MP 212 Verification of Ovarian Cancer Biomarker 
Candidates by Nanoparticle Capture MRM-MS; Paul 
Russo1; Francesco Meani1; Alessandra Luchini1; Claudia 
Fredolini1; Davide Tamburro1; Temple Douglas1; Guido 
Gambara 1; Weidong Zhou1; Mark Ross1; Antonella 
Ravaggi2; Franco Odicino2; Sergio Pecorelli2; Virginia 
Espina1; Lance Liotta1; Emanual F. Petricoin III1; 
1George Mason University, Manassas, VA; 2Universita' 
Degli Studia Di Brescia, Brescia, Italy
MP 213 Utilizing ex vivo Ovarian Cancer Tumor Tissue 
Secretome for Biomarker Discovery; Huan Wang1;
Tony Chang-Wong1; Daniel A Powell Jr2; George 
Coukos2; David W. Speicher1; 1The Wistar Institute, 
Philadelphia , PA; 2University of Pennsylvania, 
Philadelphia, PA
MP 214 The Identification of Auto-Antibodies in Pancreatic 
Cancer Patient Sera Using a Naturally Fractionated 
Panc-1 Cell Line; Chen Li; Hye-Yeung Kim; Huy 
Vuong; Diane Simeone; David M. Lubman; University 
of Michigan, Ann Arbor, MI
MP 215 Quantitative Global Proteome Profiling of Pancreatic 
Cancer Stem Cells; Lan Dai; Chen Li; Diane M 
Simeone; David M Lubman; Univ of Michigan, Ann 
Arbor, MI
MP 216 Secretory Proteome of Pancreatic Cancer Reveals 
Elevation of Parkinson-Related Proteins; Gagan Singh 
Thangjam1; Vihas Vasu1; Christopher Thompson2;
Damian Fermin3; Juhi Ojha1; Vadiraja Bhat 4; Mohsen 
Shabahang2; Arundhati Rao2; Judith Giri1; James 
McLoughlin1; Preetha Rmalingam1; Anil Cashikar1;
Alexey Nesvizhskii3; Aurn Sreekumar1; 1Medical
College of Georgia, Augusta , GA; 2Scott & White 
Hospital, Temple, TX; 3University of Michigan, Ann 
Arbor, MI; 4Agilent Technologies, Wilmington, DE
MP 217 Identification of CRIP1 as 8.4 kDa Cytosolic 
Biomarker for the Classification of HER2 Receptor 
Status in Breast Cancer Tissues; Sandra Rauser2;
Claudio Marquardt2; Benjamin Balluff2; Christian 
Albers1; Eckhard Belau1; Ralf Hartmer 1; Detlev 
Suckau1; Katja Specht3; Matthias P. Ebert5; Manfred 
Schmitt4; Michaela Aubel2; Heinz Hofler2; Axel Walch2;
1Bruker Daltonics, Bremen, Germany; 2Institute of 
Pathology, Helmholtz Zentrum München, Neuherberg, 
Germany; 3Institute of Pathology, TUM, München, 
Germany; 4Department of Obstetrics and Gynecology, 
TUM, Munich,Germany; 5Department of Medicine II, 
TUM, Munchen, Germany
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MP 218 Discovery and Targeted Proteomics of Ovarian 
Cancer Ascites: Systematic Assay Development for 
Biomarker Quantification; Sarah Elschenbroich;
Vladimir Ignatchenko; Igor Jurisica; Thomas Kislinger; 
Department of Medical Biophysics, OCI, Toronto, 
Canada
MP 219 Identification of Proteins in Plasma of Lung Cancer 
Patients and Control Groups Using the Combined 
LC-ESI-MS/MS and LC-MALDI-MS/MS Approach;
Valeriy Shevchenko; Natalia Arnotskaya; Sergey 
Kovalev; Andrey Bordulyak; Irina Zborovskaya; 
Bakhrom Akhmedov; Boris Polotskii; N. N. Blokhin 
Russian Cancer Research Center, Moscow, Russian 
Federation
MP 220 Comparison Study on Proteomic Methods for 
Formalin-Fixed Paraffin-Embedded Tissue and Mass 
Spectrometry; Fa-Yun Che; Linda Siconolfi-Baez ; 
Edward Nieves; Ruth Hogue Angeletti; Thomas E 
Rohan; Albert Einstein College of Medicine, Bronx, NY
MP 221 Biomarker Discovery in Hepatocellular Carcinoma 
Using Subcellular Fractionation; Yong Yook Lee1;
Kimberly Q McKinney1; Sapana U Phatak1; David A 
Iannitti2; Mark W Russo2; John B Martinie2; Deborah H 
Lundgren3; David Han3; Herbert L Bonkovsk; Sun-Il 
Hwang1,2; 1Proteomics Laboratory, Carolinas 
Healthcare System, Charlotte, NC; 2Liver-Biliary-
Pancreatic Center, CHS, Charlotte, NC; 3University of 
Connecticut Health Center, Farmington, CT
MP 222 Evaluating Protein Degradation Products as Serum 
Biomarkers to Determine the Invasiveness of Breast 
Carcinoma; Ron Orlando1; Craig Shriver2; Bernard 
Seth3; David Kirchner3; Richard Mural3; James 
Atwood4; Kyle Jones4; V.S. Kumar Kolli3; 1University of 
Georgia, Athens, GA; 2Walter Reed Army Medical 
Center, Washington, DC; 3Windber Research Institute, 
Windber, PA; 4BioInquire, Athens, GA
MP 223 Discovery of Human Prostate Cancer Biomarkers 
from a Xenograft Mouse Model and Formalin-Fixed, 
Paraffin-Embedded Prostate Cancer Tissue; Hsin-
Yao Tang1; Lynn Beer1; Tony Chang-Wong1; John E. 
Tomaszewski2; Michael D. Feldman2; Stephen R. 
Master2; David W. Speicher1; 1The Wistar Institute, 
Philadelphia, PA; 2University of Pennsylvania, 
Philadelphia, PA
MP 224 An in vivo Metabolic Labeling Approach for the 
Early Detection of Colorectal Cancer Protein 
Biomarkers in Mouse Serum; Melanie M. Ivancic;
Edward Huttlin; Kelli Kline; Xiaodi Chen; Gregory 
Barrett-Wilt ; Michael R. Sussman; University of 
Wisconsin, Madison, WI
MP 225 Prostate Androgen Regulated (PAR) Protein and 
Tumor Differentiation Factor (TDF) as Serum 
Biomarkers in Sera of Patients with Cancer; Supriya 
Mathur1; Izabela Sokolowska1; Melissa Butkiewicz1;
Rama Yakubu1; Christopher Talbot1; Jonathan Samson1;
Alisa Woods2; Costel Darie1; 1Clarkson University, 
Potsdam, NY; 2Padure Biomedical, Potsdam, NY
MP 226 Integrative Analysis of Secreted and Membrane 
Proteomes for Lung Cancer Marker Discovery;
Lichieh Julie Chu1; Wuchi Ethan Hsu 1; Yuwei Vicky 
Chang1; Timothy H. Wu1; Hungwei Shu1; Minghuie 
Gu1; Rajkumar Ramalingam1; Xuefeng Fung2; David R. 
Goodlett3; Wailap Victor Ng1; 1National Yang Ming 
University, Taipei, Taiwan; 2Zhejiang University, 
Hangzhou , China; 3University of Washington, Seattle, 
WA
MP 227 Determination and Evaluation of Accessibility to 
Variable Regions of Immunoglobulins by LC-MS;
Christoph Stingl 1; Frederike G.I. van Vilsteren2; Lona 
Zeneyedpour1; Martijn van Duijn1; Lennard Dekker1;
Jacques J. Bergman2; Theo M. Luider1; 1Erasmus
Medical Center, Rotterdam, The Netherlands; 
2Academic Medical Center, Amsterdam, The 
Netherlands
MP 228 Shotgun Proteomics of Breast Cancer Sera to 
Identify the Markers for Early Cancer Detection;
David Kirchner1; Richard Katenhusen1; Tapan Maiti3;
Craig Shriver2; Richard Mural1; V.S. Kumar Kolli 1;
1Windber Research Institute, Windber , PA; 2Walter 
Reed Army Medical Center, Washington , DC; 3Johns
Hopkins University, Baltimore, MD
MP 229 Quantitative Proteomic Analysis of HER2 Normal 
and Overexpressing MCF-7 Breast Cancer Cells;
Yanan Tang1; John R. Mackey2; Liang Li1; 1University 
of Alberta, Edmonton, Canada; 2Cross Cancer Institute, 
Edmonton, Canada
MP 230 Differential Proteome Profiling of Metastases in 
Paired Primary and Metastatic Colorectal Cancer;
Un-Beom Kang1; Hoguen Kim2; Byung-Hee Shin3;
Sanghwa Kim 3; Cheolju Lee1; 1Life Sciences Division, 
KIST, Seoul, South Korea; 2Pathology, Yonsei University 
College of Medicine, Seoul, South Korea; 3AB SCIEX, 
Seoul, South Korea
MP 231 Differential Secreted Proteome Approach in Murine 
Model for Candidate Biomarker Discovery in Colon 
Cancer; Kannan Rangiah2; Montri Tippornwong2;
Vineet Sangar2; David Austin2; Marie-Pier Tétreault1;
Anil K Rustgi1; Ian A. Blair2; Kenneth H Yu2; 1UPENN, 
Philadelphia, PA; 2Univ. of Penn/SOM/Pharmacol, 
Philadelphia, PA
MP 232 Matrix Assisted Laser Desorption Ionization Mass 
Spectrometry Analyses of Proteins Obtained from 
Biopsy-Dissected Lung Cancer Cells by Peptide 
Affinity Columns; Kiyoshi Nokihara1; Yasutoshi Taira1;
Tetsuya Sogon1; Akiyoshi Hirata1; Takafumi Ohyama1;
Hiroaki Aoyama2; Naeko Miyazato2; Yukiko Kodama2;
Kaori Fujita3;Tsutomu Kawabata3; Kiyoshi Ishikawa3;
Takeshi Kasama4; 1HiPep Laboratories, Kyoto, Japan; 
2HiPep Okinawa Laboratory, Uruma, Japan; 3National 
Okinawa Hospital, Ginowan, Japan; 4Tokyo Medical 
Dental University, Tokyo, Japan
PEPTIDES PTM, 233 - 254 
MP 233 Improved Enrichment and Localization Techniques 
for the Analysis of Sulfopeptides; Katie Hersberger;
Ashley Brant ; Kristina Hakansson; University of 
Michigan, Ann Arbor, MI
MP 234 Click Chemistry-Based Universal Enrichment 
Columns for Global Identification of Azide-Modified 
Proteins; Xiao-Dong Qian; Tamara Nyberg; Courtenay 
Hart; Peter Slade; Wenxi Huang; Brian Agnew; 
Molecular Probes, Life Technologies, Eugene, OR
MP 235 Determine the Influence of the Sequence and 3D 
Structures on the Rate of Aspartyl-Isoaspartyl 
Formation by Electron Capture Dissociation; Yiqun 
Huang1; Chunxiang Yao1; Peter O'Connor2; Cheng Lin1;
1Boston University, Boston, MA; 2University of Warwick, 
Coventry, UK
MP 236 Complete Trimethylation of Lysine Residues and 
Extension to Quantitation of Lysine Methylation in 
Proteins; Anthony Berardinelli; Wendell P. Griffith; 
University of Toledo, Toledo , OH
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MP 237 Retention Time Prediction for Chemically and Post-
Translationally Modified Peptides: N-Terminal 
Cyclization; Oleg V. Krokhin; Michael Harder; Andriy 
Yamchuk; Vic Spicer; Kenneth Standing; University of 
Manitoba, Winnipeg, Canada
MP 238 Distinguishing Endogenous D-Amino Acid-
Containing Neuropeptides by Tandem Mass 
Spectrometry; Lu Bai1, 2; Elena Romanova1, 2;
Nobutoshi Ota1; Jonathan Sweedler1, 2; 1University of 
Illinois at Urbana-Champaign, Urbana, IL; 2Beckman 
Institute, Urbana, IL
MP 239 Evaluation of CID and ECD Fragmentation Behavior 
of Biotinylated Peptide-Oxylipid Adducts; Shin-
Cheng Tzeng; Claudia Maier; Oregon state university, 
Corvallis , OR
MP 240 The Role of SUMOylation in BLM (Bloom 
Syndrome) Regulation; Omoruyi Osula1, 2; Jianmei 
Zhu3, 4; Michael Matunis3, 4; Robert J. Cotter1, 2; 1Johns
Hopkins University School of Medicine, Baltimore, MD; 
2Middle Atlantic Mass Spectrometry Laboratory, 
Baltimore, MD; 3Bloomberg School of Public Health, 
Baltimore, MD; 4Department of Biochemistry and 
Molecular Biology, Baltimore, MD
MP 241 A Biotinylated Analog of the Spin-Trap DMPO 
Opens New Frontiers in Detection of Low Abundance 
Protein Radicals by Mass Spectrometry; Olivier 
Lardinois; Ronald Mason; Kenneth B. Tomer; Leesa 
Deterding; NIEHS, RTP, NC
MP 242 Semiquantitative Analysis of an Isoaspartic Acid in 
Human Į-Crystallin by Post Source Decay on Curved 
Field Reflectron; Yuzo Yamazaki1; Norihiko Fujii2;
Noriko Fujii2; Andrew Wilson3; 1Shimadzu Corporation, 
Kyoto, JAPAN; 2Research Reactor, Institute, Kyoto 
University, Osaka, Japan; 3Shimadzu Biotech, 
Manchester, UK
MP 243 Determining the Site of Spin Trapping and Protein 
Cross-Linking of the Bovine Lactoperoxidase Protein 
Radical by Mass Spectrometry; Olivier Lardinois;
Ronald Mason; Kenneth B. Tomer; Leesa Deterding; 
NIEHS, RTP, NC
MP 244 Neutral Loss-Triggered Electron Transfer 
Dissociation Mass Spectrometry for the Identification 
of Citrullination of Arginine; Andrew Creese; Melissa 
Grant; Iain Chapple; Helen Cooper; University of 
Birmingham, Birmingham, UK
MP 245 Deamidation and Transamidation of Peptides 
Revealed by Electron Capture Dissociation Mass 
Spectrometry; Luca Fornelli; Adrien W. Schmid; 
Luigino Grasso; Horst Vogel; Yury O. Tsybin; Ecole 
Polytechnique Federale de Lausanne, CH-1015, 
Lausanne, Switzerland
MP 246 Mapping Oxidative Protein Thiol Modifications with 
Specific Enrichment and Mass Spectrometry: An 
Integrated Approach to Explore the Cysteine 
Oxidation; Chih-Che Wu; National ChiNan University, 
Puli, Taiwan
MP 247 Oxidation of the Parkin Cysteine-Rich Regions 
Perturbs its E3 Ligase Activity; Zezong Gu; Fanjun 
Meng; University of Missouri-Columbia Path. & Anat. 
Sci., Columbia, MO
MP 248 Oxidative Stress-Induced Protein Modification: 
Application of Clickable Linoleic Acid Analogs;
Robert Aggeler; Peter Slade; Tamara Nyberg; Chad 
Pickens; Upinder Singh; Brian Agnew; Molecular 
Probes-Life Technologies, Eugene, OR
MP 249 Improved Techniques for Identifying and 
Quantifying Protein-Hydroxyl Radical Oxidized 
Products in Peptides and Proteins; Jessica M. 
Saladino; Joshua S. Sharp; Complex Carbohydrate 
Research Center, Athens, GA
MP 250 Mass Spectrometric Investigations on the Kinetics of 
Histone Modifications; Barry Zee; Benjamin Garcia; 
Princeton University, Princeton, NJ
MP 251 A Novel msn MRM-Like Approach for Studying 
Post-Translational Modifications in Histone H3 Using 
and Ion Trap; Andrew David Cronshaw1; Jimi-Carlo 
Bukowski-Wills2; Thierry Le Bihan2; Juri Rappsilber3;
1University of Edinburgh, Edinburgh, UK; 2CSBE, Univ. 
Edinburgh, Edinburgh, UK; 3Wellcome Trust Centre for 
Cell Biology, Edinburgh, UK
MP 252 “Middle-Down” Analysis of Histone Acid Digestion 
Products Using CID and ETD on a LTQ-Orbitrap;
Stephen Swatkoski; Robert J. Cotter; Johns Hopkins 
University School of Medicine, Baltimore, MD
MP 253 Unrestrictive Identification of Post-Translational 
Modifications in Yeast Core Histone by Mass 
Spectrometry; Kai Zhang; Nankai University, Tianjin, 
China
MP 254 Toward Comprehensive Studies of Histone PTMs by 
Chemical Derivatization and OFFGEL 
Fractionation; Minjia Tan; Yue Chen; Yingming Zhao; 
Ben May Department for Cancer Research, the 
University of Chicago, Chicago, IL
MICROBIAL ANALYSIS, 255 - 276 
MP 255 Intact Cell / Intact Spore Mass Spectrometry 
(MALDI TOF Mass Spectrometry) of 
Microorganisms on Single-Use Polymer Targets;
Stefan Bugovsky1; Wolfgang Winkler1; Werner Balika2;
Manfred Koranda2; Marcel Erhard3; Stefan Sauermann3;
Guenter Allmaier1; 1Vienna University of Technology, 
Vienna, Austria; 2Sony DADC Austria AG, Anif, Austria; 
3AnagnosTec, Potsdam, Germany
MP 256 Rapid Characterization of Bacterial Lipopeptides by 
LC/MS/MS; Armelle Ballade; Corinne Buré; Maria 
Urdaci; Jean-Marie Schmitter; University of Bordeaux, 
Bordeaux, France
MP 257 Capture of Bacteria with Various Functionalized 
Magnetic Nanoparticles for Detection by MALDI-
MS; Zhen-Jun Liu; Cheng-Tung Chen; P. Muralidhara 
Reddy; Yen-Peng Ho; National Dong Hwa University 
Dept. of Chemistry, Hualien, Taiwan
MP 258 Characterization of Fungi Using SPME-GC/MS of 
MVOCs Emitted from Aspergillus fumigatus,
Aspergillus nidulans, Fusarium solani and Penicillium 
paneum; Takae Takeuchi1, 2; Tomoko Kimura1; Haruna 
Tanaka1; Masato Kiuchi2; Sachiyo Kaneko1; Shin-ichi 
Iwaguchi1; Takahito Suzuki1; 1Nara Women's University, 
Nara , Japan; 2National Institute of Advanced Industrial 
Science, Ikeda, Osaka, Japan
MP 259 Lipids and Peptides on 
Pseudallescheria/Scedosporium Fungal Spores;
Michael Volny 1; Petr Novak1; Miroslav Sulc1; Karel 
Lemr2; Marian Hajduch2; Eliana Barreto-Bergter3;
Vladimir Havlicek1; 1Institute of Microbiology, Prague 
4, Czech Republic; 2Palacky University, Olomouc, Czech 
Republic; 3Universidad de Rio de Janeiro, Rio de 
Janeiro, Brasil
MP 260 Study on Matrix Additives for Sensitive Analysis of 
Lipid A Using MALDI Mass Spectrometry; Jianjun 
Li; Ping Zhou; Malcolm Perry; Eleonora Altman; 
National Research Council, Ottawa, Canada
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MP 261 Laser Desorption/Ionization Mass Spectrometry of 
Bacterial Quorum Sensing Molecules; Deepika 
Dhaware1; Ajeet Singh1; Nivedita Bhattacharya1; Venu 
Gopal S2; Dipankar Ghosh2; Venkateswarlu 
Panchagnula1; 1National Chemical Laboratory, Pune, 
India; 2Jawaharlal Nehru University, New Delhi, India
MP 262 Optimization of Experimental Protocols for Cellular 
Lysis and Proteogenomic Characterizations of Soil 
Microbial Species; Ritin Sharma1; Karuna Chourey2;
Manesh Shah2; Robert Hettich1, 2; 1UT/ORNL Graduate 
Program in Genome Science & Techn, Knoxville , TN; 
2Oak Ridge National Laboratory, Oak Ridge, TN
MP 263 Application of Top-Down Mass Spectrometry to the 
Validation of In-Silico Predicted Protein Mutations 
and Sequence Errors; Melinda A. McFarland; John H. 
Callahan; Denis Andrzejewski; Rebecca Bell; Errol 
Strain; Steven M. Musser; FDA-CFSAN, College Park , 
MD
MP 264 Identification of Halobacterium sp. NRC-1 Heat-
Shock Adaption Related Proteins; Rueyhung Roc 
Weng1; Yuchieh Kao1; Seewen Chin1; Jinzhi Chen2;
David R. Goodlett 2; Wailap Victor Ng1; 1National Yang 
Ming University, Taipei, Taiwan; 2University of 
Washington, Seattle, WA
MP 265 Proteome Studies of Clostridium Acetobutylicum 
from Butanol Fermentation by Mass Spectrometry 
Approach; Kumaran Sivagnanam1; Mark Lefsrud1;
Vijaya Raghavan1; Manesh Shah2; Robert Hettich2;
Nathan Verberkmoes2; 1McGill University, Ste-Anne-De-
Bellevue, Canada; 2Oak Ridge National Laboratories, 
TN
MP 266 Yeast Proteome Expression during Ethanol 
Fermentation; Eric Huang1; Mark Lefsrud1; Valérie 
Orsat1; Manesh Shah2; Robert Hettich2; Nathan C. 
Verberkmoes 2; 1Bioresource Engineering, McGill 
University, Ste-Anne-De-Bellevue, Canada; 2Oak Ridge 
National Laboratory, Oak Ridge, TN
MP 267 Comparative Proteomic Analysis of Holdfast-Positive 
and Holdfast-Negative Strains of Caulobacter 
Crescentus; Yuan Cao; Helen M. Johnson; Seth N. 
Levin; Carthene R. Bazemore-Walker; Brown 
University, Providence, RI
MP 268 Defining and Quantifying Individual and Co-
Cultured Cellular Proteomes of Two Thermophilic 
Microorganisms by GeLC-MS/MS and Spectral 
Counting; Genna Andrews; Derrick Lewis; Jaspreet 
Notey; Robert Kelly; David C. Muddiman; North
Carolina State University, Raleigh, NC
MP 269 Rapid Detection of Pathogenic Bacteria Using 
Secondary Electrospray Ionization-Mass 
Spectrometry (SESI-MS); Jiangjiang Zhu; Heather 
Bean; Yin-Ming Kuo; Jane Hill; University of Vermont, 
School of Engineering, Burlington, Vermont
MP 270 Unveiling Unique Entamoeba Histolytica 
Proteophosphoglycans; Andrea Carpentieri; G. Guy 
Bushkin; Catherine E. Costello; Phillips W. Robbins; 
John Samuelson; Boston University SM, Boston, MA
MP 271 Identification of Species Biomarkers of Listeria 
Bacteria by High Resolution TOF-MS; David Cox 1;
Stephen A Tate1; Alina Dindyal-Popescu1; Jacqueline 
Upham2; James MacNeil2; Takeo Sakuma1; 1AB Sciex, 
Concord , Ontario, Canada; 2Canadian Food Inspection 
Agency, Dartmouth, Nova Scotia, Canada
MP 272 Pseudallescheria/Scedosporium Fungal Spores 
Proteomic and Metabonomic Analysis; Miroslav Sulc1,
2; Katerina Pavlaskova1, 2; Jan Sklenar1; Alexandr 
Jegorov3; Vladimir Havlicek1; 1Institute of 
Microbiology, Prague 4, Czech Republic; 2Department 
of Biochemistry, Charles University, Prague 2, Czech 
Republic; 3TEVA Pharmaceuticals, Ceske Budejovice, 
Czech Republic
MP 273 A High Sensitivity Adenylate Cyclase LC-MS/MS 
Assay for Anthrax Edema Factor; Renato Lins1; Anne 
Boyer2; Zsuzsanna Kuklenyik2; Conrad Quinn2; Maribel 
Gallegos1; Clinton Leysath3; Zhanchun Chen3; Kuang-
Huan Chen3; Michelle Makiya3; Leppla Stephen3; James 
Irkle2; John R. Barr2; 1CDC - Battelle Institute, Atlanta, 
GA; 2Center For Disease Control and Prevention, 
Atlanta, GA; 3National Institutes of Health, Bethesda, 
MD
MP 274 GC-MS/MS Measurement of Tuberculostearic Acid 
(TBSA) for Rapid Quantitation of Mycobacterium 
Tuberculosis in Experimental Infections; Geping Cai;
Guido Pauli; Scott Franzblau; University of Illinois 
College of Pharmacy, Chicago, IL
MP 275 Methodological Developments in Analysis of Primary 
Metabolites in Unicellular Eukaryotes by MALDI-
MS; Pawel L. Urban1; Andrea Amantonico1; Jonathan 
Ruchti1; Stephan Fagerer1; Josep Puigmarti1; Peter M. 
Gehrig2; Renato Zenobi1; 1ETH Zurich, Zurich, 
Switzerland; 2Functional Genomics Center, Zurich, 
Switzerland
MP 276 Intact Protein Profiling of Pathogens Using LCMS, 
Protein Feature Extraction Software and Rigorous 
Differential Analysis; Denis Andrzejewski1; Melinda A. 
McFarland 1; Rebecca Bell1; John H. Callahan1; Steve 
Musser1; Norton Kitagawa2; Jose Meza 2; Greg Kilby2;
Vadiraja Bhat 2; 1FDA-CFSAN, College Park, MD; 
2Agilent Technologies, Santa Clara, CA
LIPIDS I, 277 - 299 
MP 277 Single Analyte Mediated Quantitative Determination 
of Endogenous 5-HETE and 5-OXO-ETE in Plasma 
Samples; Ling Morgan; Kris King; Guangyu Zhao; 
Chris Tran; Tandem Labs, Woburn, MA
MP 278 Quantification of 4-Alpha- and 4-Beta-
Hydroxycholesterol in Human Plasma Using 
Automated Sample Preparation and LC-ESI-MS/MS 
Analysis; Angela K. Goodenough; Joelle Onorato; 
Zheng Ouyang; A. David Rodrigues; Sreeneeranj 
Kasichayanula; Shu Chang; Marc Bifano; Guodong 
Chen; Petia Shipkova; Mohammed Jemal; Frank 
LaCreta; Adrienne Tymiak; David Wang-Iverson; 
Bristol-Myers Squibb, Princeton, NJ
MP 279 Tandem Mass Tags for Quantification of Steroids;
William James Griffiths1; Yuqin Wang1; Michael 
Ogundare1; Anna Meljon1; Stefan Kienle2; Karsten 
Kuhn2; 1Swansea University, Swansea, UK; 2Proteome
Sciences, Frankfurt am Main , Germany
MP 280 Quantitative Analyses of Sphingolipids Using Amine-
Reactive Tagging Reagents; Takuji Nabetani1; Nozomu 
Okino2; Yoko Ohashi3; Toshihide Kobayashi1; Yoshio 
Hirabayashi3; 1Lipid Biology Laboratory, Riken, Wako, 
Japan; 2Marine Biological Chemistry, Kyushu 
University, Fukuoka, Japan; 3Brain Sci. Inst., Riken, 
Wako, Japan
MP 281 Quantification of Steroids and 25-OH Vitamin D3 in 
Dried Blood Spots and Serum Using Liquid 
Chromatography Tandem Mass Spectrometry;
Theresa Lee1; Hua-Fen Liu1; Susan Leonard1; Michael 
Nova2; Robert L. Fitzgerald3, 4; David A. Herold3, 4; 1AB 
SCIEX, Foster City, CA; 2Pathway Genomics, Inc., San 
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Diego, CA; 3University of California-San Diego, La 
Jolla, CA; 43VA Healthcare System, San Diego, CA
MP 282 Lipidomic Analysis of Neurological Mitochondria 
Isolated from Various Lobes as a Function of 
Alzheimer's Disease Progression; Michael D. 
Timmons; Melissa A. Bradley; Mark A. Lovell; Bert C. 
Lynn; University of Kentucky, Lexington, KY
MP 283 Identification of Lipid Metabolites in the Plasma of 
the Endangered White-Winged-Wood Duck Infected 
with Mycobacterium Avium; Claire. McCarthy;
Audrey Anzelik; Michael Majetich; Jooi Vyas; Brittany 
Palmer; Margaret Pokryfki; Jody M. Modarelli; Hiram 
College, Hiram, OH
MP 284 Lipid Fingerprint in Plant Leaves with Increased 
DGAT Expression: Optimization of Plant Biomass 
for Biofuels; Anita Brinker1; Nikolai Borisjuk2;
Vyacheslav Andrianov2; Natalia Pogrebnyak2; Paulina 
Matyszczuk2; Hilary Koprowski2; Joseph Dixon1; 1Dept.
of Nutritional Sciences, Rutgers University, New 
Brunswick, NJ; 2Biotechnology Foundation 
Labs,Thomas Jefferson U., Philadelphia, PA
MP 285 In-Depth Glycosphingolipidomics Profiling Using 
nanoHPLC Chip/MS; Hyeyoung Lee1; Caroline S. 
Chu1; Rudolf Grimm2; Carlito Lebrilla1; J. Bruce 
German1; 1University of California, Davis, CA; 2Agilent 
Technologies, Santa Clara, CA
MP 286 Lipid Analysis of Phagosomal Membranes; Nicholas 
Proschogo1; Astrid Magenau1; Todd W Mitchell2; Leila 
Hejazi1; Anthony Don1; Wendy Jessup1; Katharina 
Gaus1; 1University of New South Wales, Sydney, 
Australia; 2University of Wollongong, Wollongong, 
Australia
MP 287 MALDI-MS Determination of Apolipoprotein 
Molecular Stoichiometry in Native High Density 
Lipoprotein Sub-fractions; Stephen F. Macha1;
Kekulawalage Gauthamadasa2; Henry J. Pownall3;
Corina Rosales3; Rong Huang2; Larry Sallans1; R. A. 
Gangani D. Silva2; 1Department of Chemistry, 
University of Cincinnati , OH; 2Department of 
Pathology and Laboratory Medicine, University of 
Cincinnati, OH; 3Department of Medicine, 
Atherosclerosis and Vascular Medicine, Baylor College 
of Medicine, TX
MP 288 Towards High-Throughput Targeted Lipid Analysis 
of Intact Yeast Using MALDI-QqQ for Application 
in Screening of Genetic Libraries; Amaury Cazenave-
Gassiot1; Melvyn Tan1; Sepp Kohlwein2; Markus 
Wenk1; 1University of Singapore, Singapore; 2University 
of Graz, Graz, Austria
MP 289 S-adenosylmethionine – Essential in Cadmium 
Stressed Saccharomyces Cerevisiae Cells; S Mariccor 
Andresa Batoy1; Rohana Liyanage 1; Peter Kaiser2;
Charles L. Wilkins1; 1University of Arkansas, 
Fayetteville, AR; 2University of California, Irvine, CA
MP 290 Direct Analysis of Phospholipids in Plasma 
Membrane of an RBL-2H3 Cell by the Live Single 
Cell Mass Spectrometry; Toshiki Ueda1; Hajime 
Mizuno2; Naohiro Tsuyama 2; Takanori Harada2;
Tsutomu Masujima2; 1Hiroshima Univ. BioMed, 
Hirosima, Japan; 2Hiroshima Univ. BioMed., 
Hiroshima, Japan
MP 291 ‘Targeted’ Girard Derivatization to Enable Selective 
ESI-MS/MS Detection of the Keto Sterol Signature 
Associated with Cerebrotendinous Xanthomatosis;
Louise S Merkens; Robert D Steiner; Andrea E 
Debarber; Oregon Health & Science University, 
Portland, OR
MP 292 Simplified LC/MS/MS Analysis of N-Modified 
Phosphatidylethanolamines; Lilu Guo; Venkataraman 
Amarnath; Sean Davies; Vanderbilt University, 
Nashville, TN
MP 293 An LC-ESI-Tandem Mass Spectrometry Method for 
Quantitative Analysis of Phospholipid Structure in 
Fermenting Yeast to Understand Mechanisms of 
Ethanol Tolerance; Clark Henderson; Marjorie Longo; 
David Block; Univeristy of California, Davis, CA
MP 294 An Approach to the Microdetermination of Labile 
Estrogen o-Quinones by Liquid Chromatography-
Electrospray Ionization Tandem Mass Spectrometry;
Kouwa Yamashita; Sachiko Komatsu; Akina Masuda; 
Yuka Hoshino; Mitsuteru Numazawa; Tohoku
Pharmaceutical University, Sendai , Japan
MP 295 Microassay for Quantitation of Corticosteroids in 
Mouse Plasma Using a nanoLC Microfluidic Device 
and a Triple Quadrupole Mass Spectrometer; Gabriel 
Gugiu; Teresa Hong; Diana Diaz-Arevalo; Markus 
Kalkum; City of Hope Beckman Reseach, Duarte, CA
MP 296 Analysis of Oxidized Cholesteryl Esters and 
Phospholipids in Zebrafish Fed a High-Cholesterol 
Diet; Richard Harkewicz; Longhou Fang; Karsten 
Hartvigsen; Tiffany Sayaphupha; Joseph L. Witztum; 
Edward A. Dennis; Sotirios Tsimikas; Yury I. Miller; 
University of California, San Diego, La Jolla, CA
MP 297 Novel Strategies for the Rapid Analysis of 
Cholesteryl Esters and Diglycerides Using Direct-
Infusion Electrospray Mass Spectrometry and 
Tandem Mass Spectrometry; John Bowden; Robert 
Brown; David Ford; St Louis University School of 
Medicine, St Louis, MO
MP 298 Normal Phase LC/MS Analysis of Triglyceride 
Concentration and Composition in Liver Cells; Diana 
R Johnson; Anita Brinker; Joshua Thackray; Joseph 
Dixon; Rutgers University, New Brunswick, NJ
MP 299 A Mass Spectrometric Method to Monitor 
Phosphatidylserine Remodeling in Living Cells Using 
Labeled Serine and Fatty Acids; Karl R Kevala;
Atsuko Kimura; Hee-Yong Kim; National Institutes of 
Health, Bethesda, MD
CLINICAL CHEMISTRY, 300 - 321 
MP 300 Withdrawn
MP 301 Potential Interferences in the MS/MS Analysis of 
Acylcarnitines in Dried Blood Spots Provides 
Important Clinical Information in Metabolic 
Screening; Donald H. Chace2; Victor De Jesus1;
Timothy Lim1; W Harry Hannon1; Alan Spitzer2;
1Centers for Disease Control and Prevention, Atlanta, 
GA; 2Pediatrix Medical Group, Pittsburgh, PA
MP 302 Methylmalonic Acid Quantitation in Serum, Urine 
and Amniotic Fluid: A Method Modification with 
Benefits; Jean M Lacey; Mark J Magera; Dietrich 
Matern; Mayo Clinic, Rochester, MN
MP 303 Determination of Underivatized Isomeric Short-
Chain Acylcarnitines Using UPLC-MS/MS; Willem 
Kulik; Henk van Lenthe; Marinus Duran; Academic
Medical Center, Amsterdam, Netherlands
MP 304 Neonatal Screening Test for Inherited Metabolic 
Disorders by Tandem Mass Spectrometry in Korea;
Sung Eun Cho; Yoon Suk Baik; Eone Reference 
Laboratory, Seoul, South Korea
MP 305 Quantification of Plasma total Cysteine, 
Homocysteine and Methionine by LC/MS/MS with 
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Ion-Pairing Chromatography; David Hasman1; Sheila 
Innis2; Roger Dyer2; 1Procyon Research Inc., 
Vancouver, Canada; 2University of British Columbia, 
Vancouver, Canada
MP 306 Assay Validation of Endogenous Fatty Acid 
Ethanolamides in Human Whole Blood; John 
Loughney; Xiaoyao Xiao; Richard Hajdu; Mark 
Rosenbach; Wesley Tanaka; Omar Laterza; Merck, 
Rahway, NJ
MP 307 MS/MS Simplified Diagnosis of MPS III types A,B,C 
and D in Dried Blood-Spots; Brian J. Wolfe; Tanvir 
Khaliq; C. Ronald Scott; Michael H. Gelb; Frantisek 
Turecek; University of Washington, Seattle, WA
MP 308 Determination of Glutaric Acid, Ethylmalonic Acid 
and Methylsuccinic Acid in Blood Spots by Liquid 
Chromatography-Tandem Mass Spectrometry;
Coleman Turgeon; Mark Magera; Dimitar Gavrilov; 
Devin Oglesbee; Kimiyo Raymond; Silvia Tortorelli; 
Matern Dietrich; Piero Rinaldo; Mayo Clinic, Rochester, 
MN
MP 309 New insights into the Thyroid Endocrine System by 
HPLC-ESI-MS-MS; Alessandro Saba 1; Maja 
Marchini2; Grazia Chiellini2; Sabina Frascarelli2; Sandra 
Ghelardoni2; Andrea Raffaelli3; Riccardo Zucchi2;
1University of Pisa - Chemistry Dept., Pisa , Italy; 
2University of Pisa - Medical School, Pisa, Italy; 3CNR
ICCOM - UOS Pisa, Pisa, Italy
MP 310 Ultra-Sensitive Profiling of Androgenic Steroids in 
Laser Capture Microdissection Preparations from 
Prostate Cancer Patients, Using Micro-Scale 
Enrichment and Isotope-Dilution NanoLC-MS/MS;
Xiaotao Duan1, 3; Oka Daizo2; Mark A Titus2; James L 
Mohler2; Jun Qu1, 3; 1University at Buffalo, Amherst , 
NY; 2Roswell Park Cancer Institute, Buffalo, NY; 3CoE
in Bioinformatics & Life Sciences, Buffalo, NY
MP 311 Selectivity Evaluation for Underivatized Steroid 
Analysis by LC-MS/MS in Clinical Diagnostics; Jim 
Bruton; Russell Grant; Patricia Holland; Brian Rappold; 
Labcorp, Burlington, NC
MP 312 Simultaneous Quantitation of Cortisol and Cortisone 
in Saliva Using Liquid Chromatography-Tandem 
Mass Spectrometry; Valdemir Melechco Carvalho;
Odete Hirata Nakamura; José Gilberto Vieira; Fleury 
Group, São Paulo, Brazil
MP 313 An Automated Procedure for Determining ITSP Sold 
Phase Extraction Analytical Parameters for the 
Analysis of Cortisol and Cortisone in Urine; Rick 
Youngblood1; Kimberly Gamble1; Thurman Allsup2;
Ken Lewis2; 1MicroLiter Analytical Supplies, Inc., 
Suwanee, GA; 2OpAns, LLC, Durham, NC
MP 314 Enhancing Limits of Detection of Vitamin D3 and its 
Metabolites Using a Novel Derivatisation Stratergy;
Subharkar Dey; Brian Williamson; Sasi Pillai; Subhasish 
Purkayastha; AB Sciex, Framingham, MA
MP 315 A Novel Approach for Rapid Quantitative Analysis of 
1a,25-Dihydroxyvitamin D3 in Human Plasma;
Patrick M. Jeanville1; Steve Schachterle2; Mingda 
Wang3; Chris Kellogg1; Lisa Wilson4; 1Varian Inc., West 
Palm Beach, FL; 2Varian, Inc., Walnut Creek, CA; 
3Varian INC, Walnut Creek, CA; 4Varian Ltd., Yarnton, 
Oxford, UK
MP 316 Comprehensive MRM Analysis of Fat-Soluble 
Vitamins including 25(OH)-Vitamin D3: Sensitivity 
and Selectivity by ESI LC/MS/MS; Doug Heath1;
Bryan Grimmelt1; Qingan Zheng1; Wei Jin1; Amir 
Kavianpour1; Jordan Van De Vorst1; Ellie Majdi2;
Dragan Vuckovic2; 1Phenomenome Discoveries, Inc., 
Saskatoon, Canada; 2IONICS Mass Spectrometry 
Group, Inc., Bolton, ON
MP 317 Assay of 25-OH Vitamin D: Comparing Extraction, 
Chromatography, and Ionization Methods; Alan W. 
Taylor; Jeffrey Morre; Adrian Gombart; Oregon State 
University, Corvallis, OR
MP 318 Increasing Throughput by Multiplexing Different 
Clinical Research Analyses Using a Multiple Parallel 
LC-MS System; Adrian Taylor; David Cox ; Min J. 
Yang ; John Gibbons; AB SCIEX, Concord, Canada
MP 319 Sensitivity Comparison between Triple Quadrupole, 
Linear Iontrap and Orbitrap Mass Spectrometers for 
Quantitative Analysis of 1,25-Dihydroxyvitamin D;
Barbora Chindarkarova; Marta Kozak; Julie Horner; 
Oksana Gvozdyak; Thermo Fisher Scientific, San Jose , 
CA
MP 320 Automated Detection of Mixed Cultures of 
Microorganisms from Positive Blood Cultures Using 
MALDI-TOF Mass Spectrometry; Thomas Wenzel1, 2;
Victor Fursey1, 2; Stefan Klepel1, 2; Beatrix Wegemann1,
2; Thomas Maier1, 2; Markus Kostrzewa1, 2; 1Bruker 
Daltonics, Bremen, Germany; 2Bruker Daltonics, 
Billerica, MA
MP 321 LC-MSMS Methods for Estrogens and Testosterone 
Analysis at Low Picogram Detection Limits; Beth 
Fernandez1; John McFarlane1; Tania Sasaki2; Judy 
Stone3; Hua-Fen Liu1; 1AB SCIEX, Foster City, CA; 
2Avee Laboratories, Clearwater, FL; 3TPMG Kaiser 
Regional Laboratory, Richmond, CA
METABOLOMICS I, 322 - 348 
MP 322 Analytical Method Development for the 
Measurement of Lipid-Related Exometabolome 
Species of S. Cerevisiae by Tandem Mass 
Spectrometry; Tao Sun; Metchell Johnson; Duquesne
University, Pittsburgh, PA
MP 323 Database Driven MS Fragment Prediction and 
Structure Elucidation for Identification of 
Endogenous Metabolites; Taisuke Uehara1, 2; Yuji 
Miura1; Ikumi Suzuki1, 2; Ken Aoshima1; Yoshiya Oda1,
2; 1Eisai Co., Ltd., Tsukuba, Japan; 2Crest, Saitama, 
Japan
MP 324 Finding the Discriminatory Variables with Low 
Abundance for Mass Spectrometry Based 
Metabolomics Using the Dataset Split Method;
Jianghao Sun; Ruiping Zhang; Yanhua Chen; Jiuming 
He; Zeper Abliz; Institute of Materia Medica, CAMS & 
PUMC, Beijing, China
MP 325 Finding More Reliable Potential Biomarkers for 
Dynamic Metabonomics Using XCMS Box-Plots;
Guoqing Shen; Jinfa Bai; Yanhua Chen; Jianghao Sun; 
Ruiping Zhang; Zeper Abliz; Institute of Materia 
Medica, CAMS & PUMC, Beijing, China
MP 326 Evaluation of Analytical, Experimental and 
Biological Variability in a UPLC-MS Liver Metabolic 
Profiling Study; Perrine Masson1; Konstantina Spagou1,
2; Elizabeth J Want1; 1Imperial College London, London, 
UK; 2Aristotle University, Thessaloniki, Greece
MP 327 Targeted Metabolomic Approach for Analyzing 
Carotenoids in Algae Samples Using LC-UV Coupled 
with ESI-MS; Fong Lam Chu; Laura Pirastru; Radovan 
Popovic; Lekha Sleno; UQAM, Montreal, Canada
MP 328 Metabolomic Analysis of Urine from Rats 
Chronically Dosed with Acrylamide Using NMR and 
LC/MS; Jinchun Sun; Laura K. Schnackenberg; Lisa 
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Pence; Daniel R. Doerge; John Bowyer; Richard D. 
Beger; NCTR / USFDA, Jefferson , AR
MP 329 Metabolic Profiling of Benign Prostate Hyperplasia 
Urines by Ultra-High Performance Liquid 
Chromatography/Mass Spectrometry; Wen-Yu Liao1;
Yi-Ting Chen1; Chien-Lun Chen2; Chiun-Gung Juo 1;
1MMRC, Chang Gung University, Taoyuan, Taiwan; 
2Department of Urology, Chang Gung Memorial 
Hospita, Taoyuan, Taiwan
MP 330 Metabolomics and Transcriptomics Studies Confirms 
an Important Role of HIF-1Į in Regulating Energy 
Metabolism in HCC; Yuxin Wang; Yan Zhang; 
Guodong Li; Edyta Tyminski; Xu Xu; Albert B 
Seymour; Ru Wei; Pfizer RTC, Cambridge, MA
MP 331 New Computer Assisted Metabolite Capturing 
Method Using Mass Shift Technique; Mitsuhiro 
Kanazawa1; Masashi Uchida2; Hisae Anyoji1; Yohei 
Miyamoto2; 1Reifycs Inc., Tokyo, Japan; 2Toray 
Industries Inc., Kanagawa, Japan
MP 332 Metabolic Effects of TNFĮ HIV Protease Inhibitor, 
and TZD Treatment on Primary Adipocytes; Yumei 
Lucy Sun; Guodong Li; Debra F Nathan; Albert B 
Seymour; Ru Wei; Pfizer RTC, Cambridge, MA
MP 333 Development of New Metabolomics Method Using 
GC-TOFMS with Automated Derivatization System;
Fumihiko Tsuchiya 1; Tomoko Hiraishi2; Ryoichi 
Sasano3; Kenichi Suzumura2; 1LECO Japan 
Corporation, Tokyo, Japan; 2Astellas Pharma Inc., 
Tsukuba, Japan; 3AiSTI Science, Wakayama, Japan
MP 334 A Simple and Fast Method for the Analysis of Water 
and Fat Soluble Vitamins in Cell Culture Media 
Using HPLC-ESI-MS/MS; Hai Pham Tuan; Stephanie 
Angeben; Therese Koal; Biocrates AG, Innsbruck , 
Austria
MP 335 Global and Targeted Metabolomics of Piglet Plasma 
and Red Blood Cells During the First Seven Days of 
Life; Noelle M. Elliott; Peggy R. Borum; Jodie V. 
Johnson; Richard A. Yost; David H. Powell; University 
of Florida, Gainesville, FL
MP 336 Upgrading METLIN: Web Applications for 
Identification and Classification of Known and 
Unknown Metabolites; Kevin Cho; Ralf Tautenhahn; 
Gary Siuzdak; The Scripps Research Institute, La Jolla, 
CA
MP 337 Streamlined LC-MS/MS Methodology involving a 
Pentoflurophenylpropyl Column and Global 13C 
Labeled Internal Standards Improves Performance 
for Quantitative Metabolomics in Bacteria; Song 
Yang1; Martin Sadilek2; Mary Lidstrom1; 1University of 
Washington, Chemical Engineering, Seattle, WA; 
2University of Washington, Department of Chemistry, 
Seattle, WA
MP 338 Differential 15N-/14N-Isotope Dansylhydrazine 
Labeling for Quantitation of Carbonyl Metabolites;
Margot R. Dawe; Kevin Guo ; Liang Li; University of 
Alberta, Edmonton , Canada
MP 339 Metabolomic Exploration of Abiotic Stress Tolerance 
of Stress Tolerant Plants; Charles Warren; University 
of Sydney, Sydney, Australia
MP 340 Uncovering Hidden Secondary Metabolites from 
Myxobacteria Using High-Resolution 
Chromatography and Mass Spectrometry; Daniel 
Krug1; Nina Cortina1; Gabriela Zurek2; Aiko Barsch2;
Sandy Yates3; Rolf Mueller1; 1University of 
Saarbruecken, Saarbruecken, Germany; 2Bruker 
Daltonik GmbH, Bremen, Germany; 3Bruker Daltonics, 
Fremont, CA
MP 341 Metabolomic Study of Adonifoline, a Pyrrolizidine 
Alkaloid, Induced Hepatotoxicity in Rats by 
UPLC/oaTOF MSE; Li Yang1; Aizhen Xiong1; Xiuli 
Wang2; Swee Lee Yap2; Kate Yu3; Zhengtao Wang1;
1Shanghai University of TCM, Shanghai, China; 2Waters 
China Ltd, Shanghai, China; 3Waters Corporation, 
Milford, MA
MP 342 Targeted Metabolomics: Qualitative and 
Quantitative Analysis Using GC-QQQ Mass 
Spectrometry; Mine G. Palazoglu; Sevini Shahbaz; 
Robert Brosnan; Oliver Fiehn; UC Davis, Davis, CA
MP 343 Monitoring of the Structural Changes of Low Density 
Lipoproteins upon Oxidative Stress: A MALDI 
Based Approach; Gerald Stübiger1; Grazyna Sobal1;
Andrew Wilson2; Kurt Widhalm1; Omar Belgacem2;
1Medical University of Vienna, Vienna, Austria; 
2Shimadzu Biotech, Manchester, UK
MP 344 Metabolomics of Soybean Roots; Zhentian Lei 1;
Laurent Brechenmacher2; Gary Stacey2; Lloyd W. 
Sumner1; 1The Samuel Roberts Noble Foundation, 
Ardmore , OK; 2University of Missouri, Columbia, MO
MP 345 Efficiency Comparisons of Fused Core and Sub 2 m 
HPLC Columns for Increased Metabolomics Depth 
of Coverage; David V. Huhman; Lloyd W. Sumner; The
Noble Foundation, Ardmore , OK
MP 346 An Integrated Data Processing Approach for Isotope 
Labeling LC-MS Based Quantitative Metabolomics;
Jun Peng; Kevin Guo; Jeff Xia; Ben Zhou; David 
Wishart; Liang Li; University of Alberta, Edmonton, 
Canada
MP 347 LC/MS/MS Analysis of Vitamin Levels in Plasma 
from Children in the Arkansas Delta Region; Rick 
Beger1; Lisa Pence1; Anna Williams1; Carolyn Wise1;
Beverly McCabe-Sellers2; 1FDA National Center for 
Toxicological Research, Jefferson, AR; 2USDA
Agricultural Research Service, Little Rock, AR
MP 348 A Stress Response Comparison: LC/MS 
Metabolomics Analysis of Saccharomyces cerevisiae
Exposed to the Immunosuppressant Drugs FK506 
and Cyclosporin A; Stefan Jenkins1, 2; Theodore R. 
Sana1; Lily Chen2; 1Agilent Technologies, Inc., Santa 
Clara, CA; 2San Francisco State University, San 
Francisco, CA
SMALL MOLECULE QUANTIATION I, 349 - 378 
MP 349 Impact of Hemolysis on Matrix Effect, Recovery and 
Ionization in Bioanalytical LC-MS/MS Methods;
Marie-Pierre Taillon; Sylvain Latour; Melanie Bergeron; 
Jean-Nicholas Mess; Milton Furtado; Fabio Garofolo; 
Algorithme Pharma Inc., Laval (Montreal), Quebec , 
Canada
MP 350 Impact of Plasma Anticoagulant Counterion on Drug 
Recovery, Stability, Matrix Effect and Ionization 
Effect during Bioanalysis in LC-MS/MS; Melanie 
Bergeron; Milton Furtado ; Fabio Garofolo; Algorithme 
Pharma Inc., Laval (Montreal), Quebec, Canada
MP 351 Combination of Non-Linear Response and Matrix 
Effect May Cause Assay Failure Even with a Stable 
Isotope-Labeled Internal Standard; Guowen Liu;
Heidi Snapp; Qin Ji; Mark E. Arnold; Bristol-Myers 
Squibb Co., Princeton , NJ
MP 352 Approaches to Compensate Matrix Effect in LC-
MS/MS – Ochratoxin A in Grains; Mervi Rokka;
Marika Jestoi; Finnish Food Safety Authority (Evira), 
Helsinki, Finland
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MP 353 How the Use of Incurred Samples is Important for 
the Validation of an Ultra Reproducible Assay for 
Exemestane; Geneviève Émond; Nathalie Pelletier; 
Sylvain Lachance ; Ann Lévesque; Robert Massé; 
Anapharm, Québec, Canada
MP 354 The Importance of Stopping Enzymatic Activity in 
Plasma for Accurate Analysis of Fluorouracil by 
LC/MS/MS; Nadia Savard; Louis-Charles Boisvert; 
Marie-Josée Marcoux; Ann Lévesque; Robert Massé; 
Anapharm, Québec , Canada
MP 355 A Novel Approach to Eliminate Phospholipids for the 
Analysis of an Acidic Compound Blue Dye in Rat 
Plasma by LC-MS/MS; Jiongwei Pan1; Lynn 
Archambault1; Eric W. Miele1; Yu-Luan Chen2;
1Charles River, Shrewsbury, MA; 2Sepracor Inc, 
Marlborough, MA
MP 356 Impact Analysis of the Transesterification of a 
Metabolite to the Parent Analyte Using Incurred 
Samples by LC-MS/MS; Jean-Nicholas Mess1;
Catherine Dicaire1; Virginie Leclaire1; Milton Furtado1;
Nageshwar Thudi2; Tausif Monif3; Fabio Garofolo 1;
1Algorithme Pharma Inc., Laval Montreal, Quebec , 
Canada; 2Ranbaxy, Mississauga Toronto, Ontario, 
Canada; 3Ranbaxy, Gurgaon,, Haryana, India
MP 357 Quick and Cost Effective Approach to Reduce 
Interference Due to In Source/Interface Conversion 
of Glucuronides Metabolites in LC-MS/MS; Eugénie-
Raphaëlle Bérubé; Jean-Nicholas Mess; Milton Furtado; 
Fabio Garofolo; Algorithme Pharma Inc., Laval 
Montreal, Quebec, Canada
MP 358 Impact Oxcarbazepine N-Sulfate Metabolite on the 
Quantitation of Oxcarbazepine by LC-MS/MS;
Catherine Dicaire; Mireille Nora; Milton Furtado; Fabio 
Garofolo; Algorithme Pharma Inc., Laval (Montreal), 
Quebec, Canada
MP 359 Isotope-Labeled IS: Acceptable Unlabeled Impurity, 
Number of Isotopes, IS Concentration and 
ULOQ/LLOQ Ratio in Quantitative Analysis Using 
GC-MS and LC-MS; Yuzhu Xue; Pfizer, Pearl River, 
NY
MP 360 Determination of Thiols in Urine by Liquid 
Chromatography and Tandem Mass Spectrometry;
Charmion Cruickshank; Kim Keil; Troy Wood; 
University at Buffalo, Buffalo , NY
MP 361 Use of Adducts for Quantitation of Compounds by 
Liquid Chromatography Coupled with Tandem Mass 
Spectrometry Detection; Jérôme Bergeron; Sébastien 
Gagné; Isabelle M. Lévesque; Marie-Josée Marcoux; 
Ann Lévesque; Robert Massé; Anapharm, Québec , 
Canada
MP 362 Quantification of Bisphenol-A for Pharmacokinetic 
Evaluations Using Stable Labeled Dosing Material 
and LC-ES/MS/MS; Nathan C. Twaddle1; Michelle M. 
Vanlandingham1; Lee D. Williams2; Daniel R. Doerge1;
1NCTR/FDA, Jefferson, AR; 2Biotage GB Limited, 
Cardiff, UK
MP 363 Overcoming Stability Challenges in the 
Quantification of Tissue Nucleotides: Determination 
of 2’-Methylguanosine Triphosphate Levels in Mouse 
Liver; Hassan Rashidzadeh; Sanjeev Bhadresa; Steven 
Good; Kusum Gupta; Marita Larsson Cohen; Idenix
Pharmaceuticals, Cambridge, MA
MP 364 Importance of Crosstalk Verification of the Collision 
Cell in Bioanalysis and its Impact over Assays with 
Deuterated Internal Standard; Fabio Garofolo ; Louis-
Philippe Morin; Jean-Nicholas Mess; Valérie Vincent;
Algorithme Pharma Inc., Laval Montreal, Quebec, 
Canada
MP 365 Extending LC-MS/MS Linear Dynamic Range for 
Quantitative Analysis of Drugs in Dried Blood Spot 
Samples; Suma Ramagiri1; Feng Zhong1; Mauro Aiello 
1; Hesham Ghobarah1; Neil Spooner2; 1AB/ SCIEX, 
Concord, Canada; 2GlaxoSmithKline Pharmaceutical, 
Welwyn, UK
MP 366 Evaluation of Method Development Parameters in 
Whole Blood Using Dried Blood Spot (DBS) for the 
Determination of Naproxen by LC-MS/MS; Nikolay 
Youhnovski1; Josée Michon1; Milton Furtado1; Marianne 
Rufiange1; Pascal Guibord1; Jean-Nicholas Mess1;
Sylvain Latour1; Marc Lefebvre1; Robert B. MacArthur2;
Fabio Garofolo1; 1Algorithme Pharma Inc., Laval 
Montreal, Quebec , Canada; 2Clinical Horizons 
Research, Inc., Tenafly, NJ
MP 367 Rapid Analysis of Dried Blood Spots for 
Polyfluoroalkyl by Online Solid-Phase Extraction 
LC/MS/MS; Sylvie Beaudet1; Suma Ramagiri1; Martin 
Sibum2; 1AB/ SCIEX, Concord, Canada; 2Spark Holland 
Inc, Emmen, Netherlands
MP 368 The use of Hybrid Triple Quadrupole Linear Ion 
Trap Mass Spectrometer to Resolve High Chemical 
Noise in Tacrolimus Assay; Louis-Philippe Morin1;
Marie-Pierre Taillon1; Jean Nicholas Mess1; Johnny 
Cardenas2; Xavier Misonne 2; Mauro Aiello2; Valerie 
Vincent1; Fabio Garofolo 1; 1Algorithme Pharma Inc., 
Laval (Montreal), Quebec , Canada; 2Applied 
Biosystem, Foster City, CA
MP 369 Enzyme Screening Assays Using a MALDI Hybrid 
Mass Spectrometer; Maria C. Prieto Conaway 1;
Rakesh Rathore2; Huy Bui1; Kenneth D. Greis3; 1Thermo 
Fisher Scientific, San Jose , CA; 2GRI,University of 
Cincinnati, Cincinnati, OH; 3University of Cincinnati, 
Cincinnati, OH
MP 370 Stable Isotope Labeling Using Essential nutrients in 
Cell Culture (SILEC): A Novel Methodology to 
Quantify Intracellular Coenzyme A-Activated 
Compounds; Sankha S Basu; Stacy Gelhaus; 
Clementina Mesaros; Ian A. Blair; University of 
Pennsylvania School of Medicine, Philadelphia, PA
MP 371 LC-Q-TOF MS with Narrow Full-Mass Detection for 
Determination of the Urinary 6ȕ-Hydroxycortisol-to-
Cortisol Ratio as an Indicator of Human CYP3A4 
Activity; Jun Han 1; Darryl Hardie1; Shirin Kalyan2;
Christoph H. Borchers1; 1University of Victoria-Genome 
BC Proteomics Centre, Victoria , Canada; 2Division of 
Endocrinology/Department of Medicine, University of 
British Columbia, Vancouver, BC, Canada
MP 372 Performance of a Novel Algorithm for Reliable LC 
Peak Integration of Triple Quadrupole MRM Data;
Patrick Quinn-Paquet1; Sylvie Beaudet1; Feng Zhong1;
Gordana Ivosev1; James Denison2; 1AB/ SCIEX, 
Concord, Canada; 2Abbott Laboratories, Columbus, 
Ohio
MP 372 Increased Ion Sampling Efficiency Allows 
Streamlining Sample Preparation for the 
Determination of Fluticasone Propionate in Human 
Plasma; Anabel Fandino; Stephan Buckenmaier ; Lester 
Taylor; Agilent Technologies, Santa Clara, CA
MP 374 DMS-MS and DMS-CID-MS: Alternatives to 
SRM/MRM in Analytical Methods for Small 
Molecule Biomarkers; Stephen L Coy1; Evgeny V 
Krylov1; Erkinjon Nazarov1; Brad Schneider2; Thomas 
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Covey2; 1Sionex Corp., Bedford, MA; 2MDS Sciex, 
Concord, ON
MP 375 Comparison between Bioanalytical Analyses from 
Orbitrap and Triple Quadrupole Mass 
Spectrometers; Richard Wong1; Petia Shipkova1;
Christian Caporuscio1; Baomin Xin1; Timothy Olah2;
1Bristol-Myers Squibb, Hopewell, NJ; 2Bristol-Myers 
Squibb Company, Lawrenceville, NJ
MP 376 Using LC Flow Rate as a Method Development 
Variable for Quantitative LC-MS; Richard King; 
PharmaCadence Analytical Services, LLC, Hatfield, PA
MP 377 Overall Evaluation of Different Basic Modifiers to 
Perform High pH Chromatography by LC-ESI(+)-
MS/MS; Jean-Nicholas Mess; Milton Furtado ; Fabio 
Garofolo; Algorithme Pharma Inc., Laval (Montreal), 
Quebec , Canada
MP 378 Automated Liquid Liquid Extraction and Enhanced 
Mass Resolution Detection for Determination of 
BMS-764459 and BMS-795566 in Dog Plasma by LC-
MS/MS; Naiyu Zheng; Adela Buzescu; Mark E. Arnold; 
Jianing Zeng; Bristol-Myers Squibb Research & 
Development, Princeton, NJ
LC/MS, 379 - 407 
MP 379 Automated On-Line Column-Switching HPLC-
MS/MS Method for Measuring Triclocarban and 
Two Triclocarban Metabolites in Urine and Serum;
Sherry Ye; Center for Disease Control and Prevention, 
Atlanta, GA
MP 380 Effect of Ion Polarity on the Determination of 
Specific Isoflavone Compounds Using LC-MS;
Avinash Dalmia; Sharanya Reddy; David Negrotti; 
William Goodman; Wilhad Reuter; Daniel Pentek; 
Perkinelmer, Shelton, CT
MP 381 An LC-MRM Method Using an Aminopropyl 
Column for the Quantification of Bound N-Linked 
Monosaccharides in Glycoproteins and Blood Serum;
Loubna Hammad; Dakota Derryberry; Yazen Jmeian; 
Yehia Mechref; Indiana University, Bloomington , IN
MP 382 A Selective, Sensitive Liquid Chromatography - 
Tandem Mass Spectrometry Method for the 
Determination of Artemether and DHA in  Human 
Plasma; Gary Gabriels; Katya Govender; Karen Barnes; 
Jennifer Norman; Peter Smith; Lubbe Wiesner; 
University of Cape Town, Cape Town, South Africa
MP 383 A Liquid Chromatography-Mass Spectrometric 
Method for the Determination of Eicosanoid Profiles 
in Human Colonic Biopsies; Jianwei Ren1; Mary 
Rapai1; Maria Cornellier1; Mack Ruffin1; D. Kim 
Turgeon2; Dean E. Brenner2; Zora Djuric1; 1Dept of 
Family Medicine, University of Michigan, Ann Arbor, 
Michigan; 2Dept of Internal Medicine, University of 
Michigan, Ann Arbor, MI
MP 384 A New Method for the Quantitation of Febuxostat in 
Human Plasma by LC/MS/MS; Dongmei Zhou; David 
Wilson; Sonny Gunawan; Zancong Shen; Chun Yang; 
Jennifer Yang; Li-Tain Yeh; Virginia Borges; Ardea
Biosciences, San Diego, CA
MP 385 Evaluation of Dried Blood Spots Technique for the 
Quantitative Analysis of Oxybutynin in Human 
Blood; Sheng Wang; Jingguo Hou; Lianying Zhang; 
Luke Liu; Fei Liu; David Jones; Bibo Xu; Primera,
Metuchen, NJ
MP 386 Enantioselective LC-MS/MS Assay for 
Quantification of (R)- and (S)-Mexiletine in Plasma;
Jingguo Hou; Sheng Wang; Luke Liu; David Jones; 
Lianying Zhang; Fei Liu; Bibo Xu; Primera Analytical 
Solutions, Princeton, NJ
MP 387 A Sensitive and Rugged Normal Phase LC/MS/MS 
Method for Quantitation of Ribavirin in Human 
Plasma; James Creegan; Marlking Peay; Tianyi Zhang; 
Bruce Hidy; Rand Jenkins; PPD, Richmond, VA
MP 388 Assessment of Matrix Effects and Determination of 
Octreotide in Human Plasma Using Liquid 
Chromatography–Tandem Mass Spectrometry;
Omnia Ismaiel1, 2; Tianyi Zhang1; Bruce Hidy1; Rand 
Jenkins1; 1PPD, Richmond, VA; 2VCU, Richmond, VA
MP 389 SRM Analysis of Intact Biopolymers on Triple 
Quadrupole Mass Spectrometers; Oksana Gvozdyak1,
2; Taha Rezai2; Michael Athanas3; Mary Lopez2;
1Cliniacl and Toxicology / Thermo Fisher Scientific, 
Franklin, MA; 2BRIMS / Thermo Fisher Scientific, 
Cambridge, MA; 3VAST Scientific, Cambridge, MA
MP 390 Detection and Quantitation of Polyphenolic 
Compounds in Strawberry Powder Using LC-
MS/MS; Katarzyna Banaszewski; Indika Edirisinghe; 
Britt Burton-Freeman; Jack Cappozzo; National Center 
for Food Safety and Technology, Summit-Argo, IL
MP 391 Quantitative Analysis of Prostaglandin (PG)H2 and 
its Metabolic Derivatives Using LC-MS-MS; Rui Yu1;
Lei Xiao2; John W. Christman2; Richard B. van 
Breemen1; 1College of Pharmacy, Chicago, IL; 2College 
of Medicine, Chicago, IL
MP 392 Simultaneous LC-MS Analysis of Acidic and Basic 
Analytes Using Reverse Phase Ion Pair 
Chromatography; Liron Feldberg; Nitzan Tzanani; 
Israel Institute for Biological Research (IIBR), Ness 
Ziona, Israel
MP 393 High Throughput Separation of Hypertension Drug 
Standards by Reversed Phase Chromatography 
Using TSK-GEL ODS-140HTP 2.3 m Columns; Atis 
Chakrabarti; Kevin J. O'donnell; Tosoh Bioscienc LLC, 
Montgomerryville, PA
MP 394 Using LC/MS to Monitor the Rate of Amyloid Fibril 
Formation by ȕ-2 Microglobulin; Bukola Fatunmbi;
Richard Vachet; University of Massachusetts, Amherst, 
MA
MP 395 Investigation of Turbulent Flow Chromatography 
Peptide; Taha Rezai; Oksana Gvozdyak; Amol Prakash; 
Mary F Lopez; Thermo Scientific, Cambridge, MA
MP 396 Simultaneous Determination of Topiramate and 
Phentermine in Human Plasma Using Liquid 
Chromatography Tandem Mass Spectrometry;
Dunmin Mao; Winnie Lui; Grace van der Gugten; 
Xiufeng Ji; Cantest, Burnaby, Canada
MP 397 Advantages and Challenges of Using Ultra High 
Performance Kinetex Sorbents with MS Detection;
Monika Kansal1; A. Carl Sanchez2; Shahana Huq2;
1Phenomenex Inc., Torrance, CA; 2Phenomenex, 
Torrance, CA
MP 398 Simultaneous Determination of Nitroglycerin, 1,2-
Dinitroglycerin and 1,3-Dinitroglycerin in Human 
Plasma Using Liquid Chromatography Tandem Mass 
Spectrometry; Dunmin Mao; Hong Zhang; Rong Yi;
Gina de Boer; Cantest, Burnaby, BC
MP 399 Quantification of Letrozole in Human Plasma by LC-
MS/MS Using Core-Shell Technology Column; Yafei 
Xu; Jing Ke; Harry Zhao; John Lin; Frontage
Laboratories, Inc, Malvern, PA
MP 400 HIstidine Phosphorylation in the Prostatic Human 
Epithelial Cancer (PhEC) Progression Model; John 
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Lapek; Alan Friedman; University of Rochester Medical 
Center, Rochester, NY
MP 401 Optimization of Ionization Efficiency and Signal-to-
Noise Ratio in LC-MS Analysis of Biological 
Macromolecules; Thomas E. Wheat; Dan Root; Patricia 
McConville; Waters Corporation, Milford, MA
MP 402 Single Point Calibration in LC/MS/MS Analysis: 
Assumption and Data Impact; Tami Zmetra; Tuyen 
Nguyen; Xin Zhang; Agilux Labs, Worcester, MA
MP 403 Chromatographic Separation and Fragmentation 
Assignment for Collision Induced Dissociation 
Patterns of Various Primary Fatty Acid Amides; Erin 
Divito; Mitchell Johnson; Duquesne Univeristy, 
Pittsburgh, PA
MP 404 Investigation of Carryover during Assay 
Development for Lamotrigine and Nilotinib; Sandrine 
Merette; Hong Zhang; Grace Van Der Gugten; Winnie 
Lui; Xiufeng Ji; Gina de Boer; Rong Yi; CanTest, Ltd., 
Vancouver, Canada
MP 405 A Single Run LC/MS/MS Method for 
Phospholipidomics; Sophie Ayciriex2; Corinne Bure1;
Eric Testet2; René Lessire2; Jean-Marie Schmitter1;
1CNRS/CBMN, Bordeaux, France; 2CNRS/LBM, 
Bordeaux, France
MP 406 LC-MS/MS Speciation of Serum Estrogens and 
Association of Breast Cancer Treatment with 
Estrogen Biotransformation; Yuli Zhao1; Feng Qin1;
Michael B. Sawyer2; Xingfang Li1; 1University of 
Alberta, Edmonton, Canada; 2Cross Cancer Institute, 
Edmonton, Alberta
MP 407 Elimination of Matrix Effect for Incurred Sample 
Analysis by Using an Improved LC-MS/MS Assay;
Joseph Caruso; Shefali Patel; Rick Edom; J&J 
Pharmaceutical Research & Development, Raritan, NJ
DRUG BIOTRANSFORMATION I, 408 - 428 
MP 408 Accelerator Mass Spectrometry: Method 
Qualification as the Path to Valid Results; Stephen 
Dueker; Peter Lohstroh; Jason Giacomo; Vitalea 
Science, Inc., Davis, CA
MP 409 Quantitative Protein Analysis of Cytochrome P450 
Induction by LC-MS/MS; Brian Williamson1;
Subhasish Purkayastha1; James Hill2; LaHoma 
Eastwood2; 1AB Sciex, Framingham, MA; 2Invitrogen,
Austin, TX
MP 410 Identification of Phase II Metabolites of 
Antineoplastic Agents in Rat Urine Using 
HPLC/MS/MS; Robert Jirásko1; Michal Holþapek1;
Milan Nobilis2; 1University of Pardubice, Pardubice, 
Czech Republic; 2Faculty of Pharmacy, Charles 
University, Hradec Králové, Czech Republic
MP 411 Identification of in vitro Metabolites of the GABAA 
Receptor Partial Agonist [14C]CP-409,092 by Using 
HPLC/RAM/ESI/MS/MS; Amin M. Kamel1; Scott 
Obach2; Kevin Colizza1; Mithat Gunduz1; 1Novartis 
Institutes for BioMedical Research, Cambridge, MA; 
2Pfizer Inc, Groton, CT
MP 412 Characterization of an Analytical Artifact Discovered 
During Metabolite Identification Using LC-MS/M;
Gary D. Byrd; Robert Pritchard; John James; Jessica 
Beaver; Targacept, Winston-Salem, NC
MP 413 Quantitative Metabolic Profiling of Twelve 
Tetrahydrocorticosteroid Glucuronides in Urine by 
Isotope Dilution LC-ESI-Linear Ion Trap MS/MS;
Kuniko Mitamura1; Maki Hasegawa1; Rika Okihara1;
Chikara Shimidzu2; Hitoshi Chiba3; Takashi Iida4;
Shigeo Ikegawa1; 1Kinki University, Higashi-osaka, 
Japan; 2Hokkaido University Hospital, Sapporo, Japan; 
3Hokkaido University, Sapporo, Japan; 4Nihon 
University, Tokyo, Japan
MP 414 Semi-Targeted Metabolite Identification Using MIM-
style Precursor and Neutral Loss Survey Scans—
Better Signal-to-Noise than a True Scanned 
Experiment; James A. Ferguson; Keith Goodman; 
Xavier Misonne; John Hevko; AB SCIEX, Framingham, 
MA
MP 415 Identification of Novel Prostaglandin D2 Metabolites 
in Monkey Urine; Setsuko Fujita; Setsuko Fujita, 
Osaka, Japan
MP 416 Sites of Metabolic Substitution: Definitive Metabolite 
Structures Deduced Using Ion Mobility and 
Molecular Modeling; Jayne Kirk1; Iain D G 
Campuzano1; Jordi Munoz-Muriedas2; Gordon Dear2;
1Waters Corporation, Manchester, UK; 
2GlaxoSmithKline, Ware, Hertfordshire, UK
MP 417 Metabolite Profiling Using a Combination of High 
Resolution ESI-LC-MS, Data-Dependent Acquisition 
and Knowledge-Based Predictive Metabolic 
Software; Stephen Christensen; Ballerup, Denmark
MP 418 Non Enzymatic Glucose Adduct in SOM230 Rat 
Plasma Sample Using Exact Mass LC-MS/MS; Yancy 
Du; Tsu-han Lin; James Mangold; Jimmy Flarakos; 
Novartis, East Hanover , NJ
MP 419 Software Assisted Structure Assignment of 
Pharmaceutical Drug Metabolites Using UHPLC 
QTOF MSMS with Metabolite Prediction Software;
Horst Lehmann1; Edgar Naegele1; Sian Ives2; Kate 
Langton2; 1Agilent Technologies, 76337 Waldbronn, 
Germany; 2Lhasa Limited, Leeds, UK
MP 420 Techniques for Identification and Characterization of 
Metabolites from Non-Radiolabeled Pre-clinical 
Studies; Jill L. Pirhalla; GlaxoSmithKline, King of 
Prussia, PA
MP 421 In vitro Hepatic Metabolism of 3-Amino-6-(3-
Aminopropyl)-5,6-Dihydro-5, 11-Dioxo-11H-
Indeno[1,2-c] Isoquinoline Dihydrochloride, a 
Promising Cancer Chemoprevention Agent; Lian 
Chen1; Jinghu Li1; Mark Cushman2; John Pezzuto3;
Richard B. Van Breemen1; 1University of Illinois, 
Chicago, IL; 2Purdue University, West Lafayette, IN; 
3University of Hawaii at Hilo, Hilo, HI
MP 422 High Amplitude Short Time Excitation (HASTE) 
CID Provides More Diagnostic Power for Organic 
Compounds by Extending Coverage of Product Ions;
Xiaogang Han; John davis; Matt Mclean; Dan Rock; 
Amgen, Seattle, WA
MP 423 Evaluation of Fragmentation Pathways in an LTQ 
Orbitrap Velos Mass Spectrometer:  A Comparison 
of Ion Trap, HCD and PQD Spectra; Silvi Chacko;
Mary Grubb; Jonathan L. Josephs; Bristol-Myers Squibb, 
Pennington, NJ
MP 424 Quantitative Profiling of Arachidonic Acid 
Metabolites by Hybrid Triple Quadrupole/Linear Ion 
Trap Mass Spectrometry; Linda Kortz; Mathias 
Bruegel; Alexander Leichtle; Georg Martin Fiedler; 
Joachim Thiery; Uta Ceglarek; ILM, University Leipzig, 
Leipzig, Germany
MP 425 High Throughput Simultaneous Metabolic Stability 
and Rapid Metabolite Identification Studies Using 
LTQ-Orbitrap in Drug Discovery; Shihong Wang;
Song Lin; Elaine Ginn; Linda Xiao; George Thomas; 
Novartis Institute for Biomedical Research, Emeryville, 
CA
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MP 426 LC-MS/MS Analysis of Novel, Isoform Selective, 
Histone Deacetylase 8 (HDAC8)-Related Analogs and 
Their Glucuronide Conjugates in Rat Plasma; Purvi 
Jejurkar; Danielle Tonev; Chitra Mani; Patti Thiemann; 
Erik Verner; David Loury; Pharmacyclics Inc, 
Sunnyvale, CA
MP 427 Use of Stable Isotope Labeling to Direct Metabolism 
within a Molecule; Mingxiang Lin1; Kuo-Chi Cheng1;
Donald McKenzie2; Kathleen Cox1; Richard Morrison1;
1Merck Research Laboratories, Kenilworth, NJ; 
2Covance Laboratories, Madison, WI
MP 428 DESI Application on Pharmacokinetic Analysis 
Using Dried Blood Spots; Baiyi Xue1; Sandra Alves1;
Patrick Soubayrol2; Jean-Claude Tabet1; 1Mass
Spectrometry Group of IPCM, umr 7201, Paris, France; 
2sanofi-aventis recherche & développement, Chilly-
Mazarin, France
DRIED BLOOD SPOT ANALYSIS, 429 - 439 
MP 429 Evaluation of Bioanalytical Methods with Dried 
Blood Spot Technology Compared with General 
Sample Collection; Dawei Zhou; Mei Huo; Qihang 
Zhang; Zheming Gu; XenoBiotic Laboratories, Inc., 
Plainsboro, NJ
MP 430 Direct Quantitative Analysis of Dried Blood Spot 
Samples Using Automatable Flow through Elution;
Philip Denniff1; Neil Spooner1; Emile Koster2;
1GlaxoSmithKline, Ware, UK; 2Spark Holland, Emmen, 
Netherlands
MP 431 The Use of Human Dried Blood Spot (DBS) Samples 
for the Quantification of Clarithromycin Using Core-
Shell HPLC Column LC-MS/MS; Jing Ke1; Li Zhang2;
Qiaoling Yu2; Harry Zhao1; Zhongping John Lin1;
1Frontage Laboratories, Inc., Malvern, PA; 2Frontage 
Laboratories, Inc.,, Zhangjiang High-Tech Park, 
Shanghai, China
MP 432 Toward Routine Dried Blood Spots (DBS) 
Bioanalysis to Support Drug Discovery and 
Development; Fumin Li; Fengxia Li; Xiaorong Liang; 
Mary Pelzer; Carrie McMahon; Tom Addison; Kevin 
Jones; Douglas Fast; Steve Michael; Covance 
Laboratories Inc., Madison, WI
MP 433 Comprehensive and Quantitative Profiling of 
Acylcarnitines in Urine, Plasma and Dried Blood 
Spots by UPLC-MS/MS; Azeret Zuniga; Liang Li; 
University of Alberta, Edmonton , Canada
MP 434 Direct LC-SPE-MSn Analysis Using TriVersa 
Nanomate and eTips for Quantitation of Xenobiotics 
from Dried Blood Spots; Simon J. Prosser1; Chester L 
Bowen2; Jonathan Kehler2; Daniel Eikel3; Christopher A. 
Evans2; Jack D. Henion4; 1Advion BioSciences, Inc., 
Ithaca, NY; 2GlaxoSmithKline, King Of Prussia, PA; 
3AdvionBioSystems, Ithaca, NY; 4Advion BioSciences, 
Inc, Ithaca, NY
MP 435 Dried Blood Spot Analysis of Diltiazem in Human 
Whole Blood by LC-MS/MS; Neil Doleman1; Vance 
Cooper2; Amanda Plumb1; 1BASi-UK, Kenilworth, UK; 
2BASi, McMinnville, OR
MP 436 Improve the Stability of Unstable Compounds in 
Blood Using Dry Blood Spotting (DBS) Technique 
followed by LC-MS/MS Analysis; Udeni Yapa; Ileana 
Ionita; Rick C. Steenwyk; Pfizer Global Research and 
Development, Groton, CT
MP 437 Dried Blood Spot (DBS) Sampling for the Analysis of 
Selective Serotonin Reuptake Inhibitors and Tricyclic 
Antidepressants by LC/MS/MS; Sarah Fair; Adlai 
Niggebrugge; Charles River Laboratories, Shrewsbury, 
MA
MP 438 Evaluation of LC/MS/MS for the Determination of 
Amiodarone and its Metabolite Extracted from Dried 
Blood Spot Samples; Yoshifumi Kogure; Hiroshi 
Sezaki; Agilent Technologies, Hachioji, Japan
MP 439 On-line Microfluidic Extraction Enables Highly 
Efficient and Sensitive Direct Elution from Dried 
Blood Spots; Gary Valaskovic1; Christopher A. Evans2;
Chester L Bowen2; 1New Objective, Inc., Woburn, MA; 
2GlaxoSmithKline, King Of Prussia, PA
DRUG METABOLISM: QUANTITATION, 440 - 463 
MP 440 Ultra-Performance Liquid Chromatography-Q-Trap 
Mass Spectrometry for the Quantitation of Dofetilide 
and Identification of Metabolites in Guinea Pig; Amy 
Qiu Wang; James Jean; Walter Korfmacher; Drug
Metabolism, Merck Research Laboratories, Kenilworth, 
NJ
MP 441 Optimized Small Molecule Quantification on a 
Linear Ion Trap Using a Combination of Resonance 
Excitation CID and Pulsed Q Dissociation; August 
Specht; Julie Horner; Philip M Remes ; Jae C. Schwartz; 
Thermo Fisher Scientific, San Jose, CA
MP 442 A Selective and Sensitive LC-MS/MS Method for the 
Determination of Beclomethasone Dipropionate and 
Beclomethasone-17-Propionate in Human Plasma;
Xinping Fang; Dawei Zhou; Wenzhong Liang; Zheming 
Gu; XenoBiotic Laboratories, Inc., Plainsboro, NJ
MP 443 Evaluation of a New High Resolution Time of Flight 
Mass Spectrometer (HR-TOFMS) for Accurate Mass 
Quantitation in Bioanalytical Discovery; Marc 
Browning1; Michael Donegan1; Yulia Benitex1; Timothy 
Olah2; Daniel G. Morgan 1; 1Bristol-Myers Squibb Co., 
Wallingford, CT; 2Bristol-Myers Squibb Company, 
Lawrenceville, NJ
MP 444 Simultaneous Determination of LBH589 
(Panobinostat) and One of its Metabolites (M37.8) in 
Human Plasma Using LC-MS/MS; Wenkui Li; John 
Doherty; Shannon Williams; Harold T Smith; Francis LS 
Tse; Novartis Institutes for Biomedical Research, East 
Hanover, NJ
MP 445 A Novel Liquid Chromatography Tandem Mass 
Spectrometry (LC-MS/MS) Method for the 
Determination of Riluzole in Human Serum; Weimin 
Wang1; Hsiaoju Lin1; Jing Ke1; Harry Zhao1; Zhongping 
John Lin1; Paul Grant2; Susan Swedo2; 1Frontage 
Laboratories, Inc., Malvern, PA; 2National Institute of 
Mental Health, NIH, Bethesda, Maryland
MP 446 Simultaneous Determination of Triamcinolone 
Hexacetonide and Triamcinolone Acetonide in 
Rabbit Plasma by UPLC-MS/MS; Wei Sun; Stacy Ho; 
Rick Fang; Thomas O'shea; Hanlan Liu; Genzyme, 
Waltham, MA
MP 447 Determination of Metformin in Mouse, Rat, Dog and 
Human Plasma Samples by LDTD-APCI-MSMS;
John G. Swales; Richard T. Gallagher; Raimund Peter; 
Astrazeneca, Macclesfield, UK
MP 448 Quantification of Fimasartan in Human Plasma by 
Liquid Chromatography-Tandem Mass 
Spectrometry (LC-MS/MS); Seul Oh; Seo Hyun Yoon; 
Joo-Youn Cho; Kyung-Sang Yu; In-Jin Jang; Seoul 
National University, Seoul , South Korea
MP 449 Resveratrol and its Metabolites in Rat Plasma, 
Fetuses, and Pups by UPLC-MS/MS; Melanie Silinski 
1; Brenda Fletcher1; Franz Thomas1; Reshan Fernando1;
Timothy Fennell1; Brian Thomas1; Bradley Collins2;
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1RTI International, Research Triangle Park , NC; 
2NIEHS/National Toxicology Program, Research 
Triangle Park, NC
MP 450 Quantification of Imatinib in Patient Plasma and 
Characterization of its Metabolism in Human Urine 
and Liver Microsomes Using LC-ESI-MS/MS; Alain 
Deroussent1; Angelo PACI2; Catherine Delbaldo3; Axel 
Le Cesne4; Birgit Geoerger1; Gilles Vassal2; 1Institut
Gustave Roussy, Villejuif, France; 2UPRES, Institut 
Gustave Roussy, Villejuif, France; 3AP-HP, Hospital 
Louis Mourier, Colombes, France; 4Departement of 
Medecine Institut Gustave Roussy, Villejuif, France
MP 451 The Extraction and Analysis of siRNA from Rat 
Plasma Using Mixed Mode SPE and HPLC-MS/MS;
Robert Wheller; Glaxosmithkline, Ware, UK
MP 452 Development and Validation of an LC-MS/MS 
Method for the Determination of Goserelin in Rat 
and Rabbit Plasma; Min Kyung Kim; Tae Ho Lee; 
Joon Hyuk Suh; Han Young Eom; Jeong-Rok Youm; 
Sang Beom Han; College of Pharmacy, Chung-Ang 
University, Seoul, South Korea
MP 453 Analysis and Stabilization of MTIC, the Biologically 
Active Hydrolysis Product of the Antitumor Pro-
Drug Temozolomide, in Plasma and Whole Blood;
Dale Schoener 1; Qin C. Ji2; Dennis Garner2; Bruce 
Stouffer2; Shannon Bryant1; Lisa Iacono2; Mark E. 
Arnold2; Michael Buonarati1; 1Alta Analytical 
Laboratory, El Dorado Hills , CA; 2Bristol-Myers 
Squibb Co., Princeton, NJ
MP 454 A Fast LC/MS/MS Method to Determine Caffeine 
and Isomeric Metabolites, Theophylline and 
Paraxanthine in Human Plasma; Wei Wu; Jiang Luo; 
Wenqing Yang; Li Li; Xiaohang Shen; Jinsong Xing; 
WuXi AppTec, Shanghai, China
MP 455 Comparison of Accurate Mass and Nominal Mass 
MSMS for the Simultaneous Acquisition of 
Qualitative and Quantitative Data in DMPK Studies;
Joanne Mather1; Marian Twohig1; Paul Rainville2;
Ronan O'malley3; Rob Plumb2; 1Waters corporation, 
Milford, MA; 2Waters, Milford, MA; 3Waters Corp., 
Manchester, UK
MP 456 Determination of 2,2-Dimethybutyrate (HQK-1001) 
in Human Plasma and Urine by LC-MS/MS; Weimin 
Wang1; Ping Guo1; Futian Han1; Jing Ke1; Harry Zhao1;
Zhongping John Lin1; Patrick Bobbitt2; 1Frontage 
Laboratories, Inc., Malvern, PA; 2HemaQuest
Pharmaceuticals Inc., Seattle, WA, Seattle, WA
MP 457 Quantitative Measurement of Nano/Micro Particle 
Endocytosis with Cell Mass Spectrometry; Cai-Yu 
Kao2; Huan-Chang Lin1, 3; Hsin-Hung Lin1, 4; Alice L. 
Yu1; Wen-Ping Peng 1, 2; Chung-Hsuan Chen1;
1Genomics Research Center, Academia Sinica, Taipei, 
Taiwan, R.O.C; 2National Dong Hwa University, 
Shoufeng, Hualien , Taiwan, R.O.C; 3National Taiwan 
University, Taipei, Taiwan, R.O.C; 4TIGP, Academia 
Sinica,Tapei, Taiwan R.O.C.
MP 458 Pharmacodynamic and Stability Characterization of 
the Acedylchilinesterase Inhibitor JWS-USC-75IX 
Using High-Performance Liquid 
Chromatography/Synapt HDMS; Feng Liang1;
Michael G. Bartlett1; Alvin Terry2; 1University of 
Georgia, Atlanta, GA; 2Medical College of Georgia, 
Augusta, GA
MP 459 Daptomycin Determination in Rabbit Plasma by a 
UPLC-ESI QTOF MS/MS Method; Fotini Bazoti;
Evagelos Gikas; Anthony Tsarbopoulos; GAIA Research 
Center, Kifissia, Greece
MP 460 A Novel Approach to Internal Standardization in 
LC/MS/MS Analysis; Sensitive LC/MS/MS Analysis 
of Gentamicin; Bruce Babson; MicroConstants, San 
Diego, CA
MP 461 Method Development for Reversed-Phase Chiral LC-
MS/MS Analysis of Stereoisomeric Pharmaceutical 
Compounds with Polysaccharide-Based Stationary 
Phases; Liming Peng 1, 3; Swapna Jayapalan1, 3; Tivadar 
Farkas2; 1Phenomenex Inc., Torrance , CA; 
2Phenomenex Inc, Torrance, CA; 3Phenomenex Inc., 
Torrance, CA
MP 462 Anidulafungin and its Primary Biotransformation 
Product - Challenges in an LC-MS/MS Bioanalytical 
Assay; Tanja Alebic-Kolbah1; Michael Modesitt2;
1Pfizer Inc. , PCBU, Clinical Pharmacology, New 
London, CT; 2PPDi, Richmond, VA
MP 463 Application of Dried Blood Spot Coupled with 
Microbore LC-MS/MS Analysis for Pharmacokinetic 
Studies in Mice Using Serial Blood Micro-sampling;
Sylvia Vekich; Zhongzhou Shen; Robert Hunter; David 
Paterson; S.V. Rahavendran; Pfizer Global R&D, San 
Diego, CA
ENVIRONMENTAL ANALYSIS: GENERAL, 464 - 480 
MP 464 GC/LC-MS/MSMS: What Else, in Water Sub-Ppt 
Level of Small Molecules Monitoring?; Hugues 
Preud'homme1; Jean-Marc Joumier2; Hervé Pinaly1;
Johann Far1; Ryszard Lobinski1; Gilles Bareille1;
1LCABIE - UMR5254 - IPREM, Université de Pau, 
PAU, France; 2Waters S. A. S., Saint Quentin en 
Yvelines, France
MP 465 The Analysis of Shellfish; Oysters, Shrimp and Crab 
Meat for Environmental Contaminants Cd, Pb, Hg 
by ICPMS; Marc E. Engel; FDACS, Tallahassee , FL
MP 466 Developing an Instrument for Trace Metal 
Measurement; Bihter Padak; Jennifer Wilcox; Stanford 
University, Stanford, CA
MP 467 Determination of Perfluorochemicals in Food 
Packaging by LC-MS/MS; Yichuan Xu; Gregory 
Noonan; Timothy Begley; Gregory Diachenko; FDA, 
College Park, MD
MP 468 Rapid Screening of Forced Degradation Breakdown 
Products from Triclosan in water by LC-MS/MS;
Rolf Kern1; Stacy Tremintin1; Loren Olson 1; Beck 
Trenholm2; Shane Snyder2; Brett Vanderford2; 1AB 
Sciex, Foster City, CA; 2Southern Nevada Water 
Authority, Henderson, Nevada
MP 469 Supercritical Fluid Extraction in situ Headspace 
SPME Coupled to GC-MS for Simultaneous 
Determination of Perfluorocarboxylic Acids in 
Sediment; Wen-Lin Liu; Chia-Ying Lin; Maw-Rong 
Lee; National Chung-Hsing University, Taichung, 
Taiwan
MP 470 Analysis of EU Banned Azo Dyes in Textiles Using 
LCMS; Syed Salman Lateef; Siji Joseph; Agilent 
Technologies, Bangalore,
MP 471 Quantitative IC-MS/MS Analysis of Nitrogen 
Mustard Hydrolysis Products as Ethanolamines in 
Water Samples; Jinyuan Wang1; Charles T. Yang2;
William C. Schnute1; 1Dionex Corporation, Sunnyvale, 
CA; 2Thermo Fisher Scientific, San Jose, CA
MP 472 PCDD and PCDF in Internal Organs of Piglet 
According to Diseases; Jeounghwa Shin1, 4, 5; Kyukeon 
Lee2; Chanhee Chae3; Jungju Seo 1, 4, 5; Eunjung Bang1, 4, 
5; 1KBSI, Seoul, South Korea; 2Seojeong College 
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University, Yang-Ju , South Korea ; 3Seoul National 
University, Seoul, South Korea; 4KBSI, Seoul, South 
Korea; 5KBSI, Seoul, South Korea
MP 473 Rapid Determination of Perfluorinated Compounds 
in Serum by Monolithic Column HPLC – MS/MS 
MRM Mode; Won-Woong Lee; Sun Young Lee; Jongki 
Hong; College of Pharmacy, Kyung Hee University, 
Seoul, South Korea
MP 474 Analysis of 12 PFCs (Perfluorinated Compounds) in 
Serum Samples Using Online SPE-HPLC-TIS-
MS/MS; Miaomiao Wang; June-Soo Park; Myrto 
Petreas; Dept. of Toxic Substance Control, Cal EPA, 
Berkeley, CA
MP 475 SPE-HPLC/MS/MS Method Development for 
Detection of N-Nitroso-3-Methylindole: A Putative 
New Nitrosamine Disinfection By-Product; Jessica M. 
Boyd; Feng Qin ; Yuli Zhao; Xing-Fang Li; University 
of Alberta, Edmonton, Canada
MP 476 Identification of Microbial Degradation Products of 
6-2 Fluorotelomer Alcohol by Ion Trap – Time of 
Flight (IT-TOF) Mass Spectrometry; Jinxia Liu1;
Yuhui Wang2; Faith A. Hays2; William A. Hedgepeth2;
1Univ. of Maryland Center for Environmental Science, 
Solomons, MD; 2Shimadzu Scientific Instruments, Inc., 
Columbia, MD
MP 477 An HPLC-MS/MS Study of the Sorption Capacity of 
Hexabromocyclododecanes on a Well Characterized 
Soil; Heather Gamble1; Lisa Cousins1; Mehran Alaee2;
Donald Gamble3; 1IONICS Mass Spectrometry Group, 
Inc., Bolton, Canada; 2National Water Research 
Institute, Environment Can, Burlington, Canada; 
3Department of Chemistry, Saint Mary’s University, 
Halifax, Canada
MP 478 Chlorinated PAH in the Tissues of Gray Whales;
Olga Polyakova; Albert T. Lebedev; Moscow State 
University, Moscow, Russian Federation
MP 479 Synthetic Organic Chemicals in Earthworms from 
Agriculture Soil Amended with Municipal Biosolids;
Pamela Hamlett; Texas Parks and Wildlife, San Marcos, 
TX
MP 480 Identification and Quantification of Thioarsenic and 
Arsenic Species in Construction and Demolition 
Debris Landfill Leachate; Jianye Zhang1; Ligang Hu2;
Yong Cai2; Timothy Townsend1; 1University of Florida, 
Gainesville, FL; 2Florida International University, 
Miami, FL
ATMOSPHERIC/AEROSOL CHEMISTRY, 481 - 486 
MP 481 Real-Time Detection of Aerosol Particles by a 
Quadrupole Ion Trap Mass Spectrometer with an 
Atmospheric Sampling Glow Discharge Ionization 
Source; Alfred Z. Zhong; G. Asher Newsome ; Piriya 
Wongkongkathep; Gary L. Glish; University of North 
Carolina, Chapel Hill, NC
MP 482 Molecular Composition of Secondary Organic 
Aerosol from Alpha-Pinene Ozonation Produced 
Under Near Ambient Conditions; Yuqian Gao; Murray 
V. Johnston; University of Delaware, Newark, DE
MP 483 New Single Particle Aerosol Mass Spectrometer 
Using Thermal-Desorption With Laser-Post Ioni-
Sation for On-Line Analysis of Organic Molecules 
from Individual Particles; Markus Oster1; Matthias 
Bente2; Martin Sklorz1; Ralf Zimmermann1; 1University 
of Rostock, Rostock, Germany; 2Helmholtz Zentrum 
Muenchen, Oberschleissheim, Germany
MP 484 Water Clusters with Various Different Negative Core 
Ions Using Atmospheric Pressure Corona Discharge 
Mass Spectrometry; Kanako Sekimoto; Mitsuo 
Takayama; Yokohama City University, Yokohama, Japan
MP 485 Development of Negative Ion Proton Transfer 
Reaction Time-of-Flight Mass Spectrometry for the 
Measurement of Gas Phase Acids in the 
Troposphere; Anthony Cochran; Marc Fiddler; 
Solomon Bililign; North Carolina A&T State University, 
Greensboro, North Carolina
MP 486 A New Lightweight PTR-MS for Aircraft Platforms;
Joel Brito; Andreas Zahn; Karlsruher Institut fuer 
Technologie, Karlsruhe, Germany
HYDROCARBON & PETEOCHEMICAL: GENERAL,  
487 - 510 
MP 487 Asphaltene Characterization with Fourier Transform 
Ion Cyclotron Resonance Mass Spectrometry: 
Progress and Challenges; Haiyan Wang; Howard 
Greenberg; Matthew Unterfenger; Gil Jones; Hung 
Pham; Stella Cabanban; Victor Kovar; Paul Adams; 
Dave Hindenlang; UOP LLC, Des Plaines, IL
MP 488 Petroleomic via FAB-MS versus ESI FT-ICR MS: 
Characterization of Naphthenic Acids from Brazilian 
Crude Oil Samples; Clécio F Klitzke1; Yuri E Corilo1;
Heliara Lopes Nascimento1; Boniek G Vaz1; Rosineide 
Costa Simas1; Rosana CL Pereira2; Wagner L Bastos2;
Marcos N Eberlin1; 1ThoMSon Mass Spectrometry 
Laboratory - UNICAMP, Campinas, SP, Brazil; 
2PETROBRAS, Rio de Janeiro, RJ, Brazil
MP 489 Naphthenic Acids Profiles via ESI-FT ICR MS as 
Markers of Crude Oil Sources; Heliara Lopes 
Nascimento1; Boniek G Vaz1; Yuri E Corilo1; Rosineide 
Costa Simas1; Clécio F. Klitzke1; Rita C. C. Silva2;
Reinaldo J. R. Moraes2; Antônio E. G. Sant'Ana2; Lucia 
M.C. Reboucas2; Marcos N. Eberlin1; 1ThoMSon Mass 
Spectrometry Laboratory - UNICAMP, Campinas, 
Brazil; 2Biomarkers and Semiochemicals Laboratory - 
UFAL, Maceió, Brazil
MP 490 Petroleomics by EASI(±) FT-ICR MS; Boniek G Vaz1;
Yuri E Corilo1; Rosineide C Simas1; Heliara Lopes 
Nascimento1; Clécio Klitzke1; Rosana C. L. Pereira2;
Wagner L Bastos2; Ryan P. Rodgers3; Marcos N 
Eberlin1; 1ThoMSon Mass Spectrometry Laboratory - 
UNICAMP, Campinas, Brazil; 2Petrobras, Rio de 
Janeiro, Brazil; 3National High Magnet Field 
Laboratory, Tallahassee, FL
MP 491 Compositional Analysis of a Unique Blue Crude Oil 
and its Associated Production Deposit by GC×GC-
ToF MS and ESI/APPI FT-ICR MS; Ryan P. 
Rodgers1, 5; Amy Mckenna1; Esha Atolia2; Andrew T 
Yen3; Priyanka Juyal3; Christopher M. Reddy4; Robert 
K. Nelson4; Alan G. Marshall1, 5; 1Natl High Magnetic 
Field Laboratory, Tallahassee, FL; 2Rickards High 
School, Tallahassee, FL; 3Nalco Energy Service, Sugar 
Land, TX; 4Department of Marine Chemistry & 
Geochemistry, Woods Hole Oceanographic Institution, 
MA; 5Department of Chemistry and Biochemistry, FSU, 
Tallahassee, FL
MP 492 MALDI-FTICR as a Complimentary Tool to API 
Based Methodologies for the Analysis of Petroleum 
Derived Samples; Christopher Thompson 1; Michael 
Easterling1; Matthias Witt 2; 1Bruker Daltonics, Inc., 
Billerica, MA; 2Bruker Daltonik GmbH, Bremen, 
Germany
MP 493 Comparison of Electron Ionization, Penning 
Ionization, ESI and APCI for Diesel Fuel 
Characterization by FT-ICR-MS; Clotilde Le Vot1;
Guillaume Gasnier1; Françoise Fournier1; Carlos 
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Afonso1; Claude G. Beaugrand2; Jean-Claude Tabet1;
1Université Paris, Paris, France; 2Alpha MOS, 
Toulouse, France
MP 494 Laserspray Ionization-Ion Mobility Spectrometry-
Mass Spectrometry of Crude Oil; Samantha Leach;
Ellen D. Inutan ; Sarah Trimpin; Wayne State University, 
Detroit, MI
MP 495 Comparison of the Fragmentation of Ionized 
Asphaltene Model Compounds and Asphaltenes;
David Borton 1; Hilkka Kenttamaa2; Murray Gray3;
1Purdue University, West Lafayette, IN; 2Chemistry 
Department, West Lafayette, IN; 3Department of 
Chemical and Materials Engineering, Edmonton, 
Canada
MP 496 Finding Structural Similarity Among Petroleum 
Compounds by ASAP Couple to Ion Mobility Mass 
Spectrometry; Myoung-Han No2; Eunkyoung Kim 2;
Jaesuk Koh2; Yun Ju Cho1; Sunghwan Kim1;
1Kyungpook National Universit, Daegu, South Korea; 
2SK energy Institute of Tech., Daejeon, South Korea
MP 497 Asphaltene Co-Precipitate Molecular Evolution as a 
Function of Soxhlet Extraction Period, Illuminated 
by  (+/-) ESI FT-ICR MS; Brandie M. Ehrmann1;
Winston K. Robbins2; Ryan P. Rodgers3; Alan G. 
Marshall1, 3; 1Florida State University, Tallahassee, FL; 
2Carmagen Engineering Co., Brunswick, ME; 3National 
High Magnetic Field Lab, Tallahassee, FL
MP 498 Chromatographic Separation and Characterization 
of Nonpolar and Polar Species from Deasphalted 
Crude Oils by Electrospray Ionization FT-ICR Mass 
Spectrometry; Mmilili Myles Mapolelo1; Ryan P. 
Rodgers2; Winston Robbins3; Alan G. Marshall4;
1Florida State Univ, Dept of Chemistry, Tallahassee, 
FL; 2Nat'l High Magnetic Field Lab, Tallahassee, FL; 
3Consultant, Brunswick, Maine; 4Ion Cyclotron 
Resonance Prog, Tallahassee, FL
MP 499 Application of Negative Ion ESI, APCI and APPI FT-
ICR MS for Crude Oil Analysis; Vladislav Lobodin2;
Amy Mckenna2; Ryan P. Rodgers1, 2; Alan G. Marshall1,
2; 1Department of Chemistry and Biochemistry, FSU, 
Tallahassee, FL; 2National High Magnetic Field 
Laboratory, Tallahassee, FL
MP 500 Proton Affinity-Based Kendrick Plots for 
Classification of Oil Samples: Potential in Source 
Characterization; Mahsan Miladi; Behrooz Zekavat; 
Touradj Solouki; University of Maine, Orono, ME
MP 501 Development of Database and Database Search 
Software for Accurate Interpretation of Organic 
Mixture’s Spectra Obtained by High Resolution 
Mass Spectrometry; Hur Manhoi1; Joseph Kwon2; Kim 
Sunghwan3; 1Korea University, Seoul, Department of 
Bioinformatics, Republic of Korea; 2Korea Basic 
Science Institute, Kwangju, Republic of Korea; 
3Kyungpook National University, Daegu, Department of 
Chemistry, Republic of Korea
MP 502 Optimal Strategy of the Data Acquisition for 
Complex Mixture Analysis Using Hybrid FTICR 
Instruments; Alexey Kononikhin1, 3; Oleg Kharybin1, 4;
Gleb Vladimirov1; Anton Grigoryev1; Igor Popov3, 4;
Irina Perminova2; Eugene Nikolaev3, 4; 1Institute for 
Energy Problems of Chemical Physics, Moscow, Russia; 
2Lomonosov Moscow State University, Moscow, Russia; 
3Emanuel Institute of Biochemical Physics, Moscow, 
Russia; 4Institute of Biomedical Chemistry, Moscow, 
Russia
MP 503 Influences of Molecular Structure on the GCMS 
Signal Response of Derivatized Methyl-
Cyclohexanecarboxylic Acids; Henry Allred; C. Dustin 
Clark; Nicole Glines; Charley Langley; Utah State 
Univerisity - Uintah Basin, Vernal, Utah
MP 504 Quantitative Analysis of Petroleum Macromolecules 
Using MALDI-TOF-MS Mass Spectrometry; Sourabh 
Kulkarni; Mark Thies; Clemson University, Clemson, SC
MP 505 Comparison of FT-MS and Comprehensive Gas 
Chromatography for the Analysis of Petroleum 
Refining Streams: How to get Quantitative FT-MS 
Data?; Hendrik Muller; Frederick Adam; Adnan Al-
Hajji; Omer Koseoglu; Saudi Aramco Research & 
Development Center, Dhahran, Saudi Arabia
MP 506 Fatorial Design and Optimization of the Petroleomic 
MS Analysis: Accessing Data for Precision 
Evaluation; Rosineide C Simas1; Heliara L 
Nascimento1; Boniek G Vaz1; Clécio F Klitzke1; Yuri E 
Corilo1; Rosana C L Pereira2; Wagner L Bastos2; Marcos 
N Eberlin1; 1ThoMSon Mass Spectrometry Laboratory - 
UNICAMP, Campinas, Brazil; 2Petrobras, Rio de 
Janeiro, Brazil
MP 507 Testing the Critial Hypothesis of Petroleomics: Does 
Correlation Exist between FT-ICR MS Spectra and 
the Properties of Crude Oils?; Sunghwan Kim1; Injoon 
Yeo 1; Man Hoi Hur2; Myoung-Han No3; Eunkyoung 
Kim 3; Jaesuk Koh3; 1Kyungpook National Universit, 
Daegu, South Korea; 2Department of Bioinformatics, 
Korea University, Seoul, south korea; 3SK energy 
Institute of Tech., Daejeon, South Korea
MP 508 Determination of Solvent Red 164 in Diesel Fuel by 
APCI LC/MS; Richard Lucke; Bob Wright; Pacific 
Northwest National Laboratory, Richland, WA
MP 509 The Identification of Engine oil Additives Using 
Chloride Ion Addition IMS-LCMS.MS; Colin Moore1;
Anthony Alexander2; 1Chemtura Corporation, 
Middlebury, CT; 2Unaffiliated, Cheshire
MP 510 Electrospray Ionization - Mass Spectrometry (ESI-
MS) Investigation of Phosphine-Promoted Palladium 
Telomerization catalysts; John Briggs; Samir Julka;
Jasson Patton; Dow Chemical Company, Mildland, MI
ELEMENTAL ANALYSIS, 511 - 518 
MP 511 Multielement Resonance Ionization Mass 
Spectrometry Analysis of Solar Wind collectors from 
NASA Genesis Mission; Igor Veryovkin1; Emil Tripa1;
Alexander Zinovev1; Bruce King1, 2; Michael Pellin1;
Donald Burnett3; 1Argonne National Laboratory, 
Argonne, IL; 2University of Newcastle, Callaghan NSW, 
Australia; 3California Institute of Technology, 
Pasadena, CA
MP 512 New Strategies for Selenoproteins Detection, 
Identification and Quantification: Application to 
Selenoproteins in Human Plasma; Guillaume 
Ballihaut; Clay Davis; Lisa E. Kilpatrick; Eric L. 
Kilpatrick; NIST, Charleston, SC
MP 513 New Attempt of Simulated Isotope Dilution Mass 
Spectrometry in Analysis of Manganese in Red Wine;
Tao Zhou; Hai Lu; Jun Wang; National Institute of 
Metrology, China, Beijing, China
MP 514 The Problem of Background Measurement and 
Subtraction in Multicollector ICP-MS Analysis of 
Trace Level Uranium and Plutonium; Alexandre 
Mitroshkov; Khris Olsen; PNNL,Battelle, Richland, WA
MP 515 SI Traceable Certification of Nucleic Acids by 
Combined Use of ICP-OES and LC-ICPMS; Yong-
Hyeon Yim1; Hyun-Seok Lee2; In-chul Yang1; Myung 
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Sub Han1; Yong-Moon Lee 2; Sang-Royul Park1; Euijin 
Hwang1; 1Kriss, Daejeon, South Korea; 2College of 
Pharmacy, Chungbuk National University, Cheongju, 
South Korea
MP 516 Deconvolution of Isobaric Interference in ICP-MS by 
Peak Shape Calibration Technology; Xing Zhi1; Ming 
Gu2; Yongdong Wang2; 1Department of Chemistry, 
Tsinghua University, Beijing, China; 2Cerno Bioscience, 
Yardley, PA
MP 517 Quantitation and Validation of Ferrous Fumarate 
Method by Using ICP-MS; Xia Zhang; Wai Tsui;
Xiaotang Huang; Teva Pharmaceuticals, Northvale, NJ
MP 518 A New Aerosol Generation Technique for Elemental 
Mass Spectrometry; Jan Preisler; Pavla Jungová; 
Viktor Kanický; Pavel Krásenský; Tomáš Vaculoviþ;
Masaryk University, Brno, Czech Republic
ISOTOPE RATION MS, 519 - 531 
MP 519 Characterization of PET Radiotracers Through LC-
MS/MS Measurement of the Radiotracer and 
Accompanying [13C]Carrier; Umesha Shetty; Cheryl 
Morse; Yi Zhang; Victor Pike; MIB/NIMH/NIH, 
Bethesda, MD
MP 520 Analysis of 13C Carbohydrates in Life Science at 
Natural and Enriched Level by Liquid 
Chromatography/Isotope Ratio Mass Spectrometry;
Henk Schierbeek1; Tanja Moerdijk-Poortvliet2; Henricus 
Boschker2; Lucas Stal2; Johannes van Goudoever1;
1Erasmus University, Rotterdam, The Netherlands; 
2Netherlands Institute of Ecology, Yerseke, The 
Netherlands
MP 521 Comprehensive Two Dimensional Gas 
Chromatography Combustion Isotope Ratio Mass 
Spectrometry (GC×GCC-IRMS) Determination of 
13C/12C Ratios of Native Endogenous Urinary 
Steroids; Ying Zhang 1; Herbert J. Tobias1; Bruce Pan1;
Imelda Ryona1; Jonathan P. Danaceau2; Gavin L. Sacks1;
J. Thomas Brenna1; 1Cornell University, Ithaca , NY; 
2Sports Medicine Research & Testing Laboratory, Salt 
Lake City, UT
MP 522 High-Precision Measurement of 13C/12C in Short 
Chain Hydrocarbons Using a Novel Micro-
Fabricated Micro-Reactor Interface For Gas 
Chromatography-Combustion- Cavity Ring-Down 
Spectroscopy; Nabil Saad1; Herbert Tobias2; J. Thomas 
Brenna2; 1Picarro, Inc, Sunnyvale, CA; 2Cornell 
University, Ithaca, NY
MP 523 Determination of Isotopic Content and Concentration 
of Dissolved Organic Carbon (DOC) Using Persulfate 
Oxidation Followed by Headspace Gas Analysis;
Dominic M. Colosi; Gerard A. Olack; Yale University, 
New Haven, CT
MP 524 Development of a Scheduled-MRM Assay for 
Regulatory Analysis of the Allergenic Milk Protein Į-
S1-Casein Utilizing an Intact 15N-Labeled Internal 
Standard; Peter Scholl 1; Kevin Shefcheck2; John H. 
Callahan1; Mark M. Ross1; G. Asher Newsome 1;
1FDA/CFSAN, College Park, MD; 2ECBC, Aberdeen 
Proving Ground, MD
MP 525 A New Software Tool for Analyzing Mass 
Spectrometry Data in Protein Turnover 
Experiments; Nicholas Shulman; Gennifer Merrihew; 
Lea Starita; Stan Fields; Evelyn S. Vincow; Leo 
Pallanck; Dao-Fu Dai ; Peter Rabinovitch; Michael J. 
Maccoss; University of Washington, Seattle, WA
MP 526 The Use of Third Generation Accurately Measured 
Product Ion m/z’s to Determine the Elemental 
Composition of High Molecular Weight Molecules;
Richard Gedamke1; Serhiy Hnatyshyn2; 1Bristol-Myers 
Squibb, New Brunswick, NJ; 2BMS Co., Princeton, NJ
MP 527 Measuring the Relative Abundance of Low-Level 
Isotopes with Laser Desorption Time-of-Flight Mass 
Spectrometry; P. Jane Gale; Kevin Hayden; Marvin 
Vestal; VIC Instruments Corp, Sudbury, MA
MP 528 Comparison of Two Mass Discrimination Correction 
Methods Using Selenium Isotope Ratios Measured 
with MC-ICP-MS; Ren Tongxiang; Wang jun; Lu Hai; 
Zhou Tao; National Institute of Metrology, Beijing, 
China
MP 529 Isotope Ratio Measurements of Zn by Total 
Evaporation-Thermal Ionization Mass Spectrometry 
(TE-TIMS); Lu Hai1, 2; Wang Jun1; Zhou Tao1; Ren 
Tongxiang1; Li Jinying2; 1National Institute of 
Metrology, Beijing, P.R.China; 2Chinese Institute of 
Atomic Energy, Beijing, P.R.China
MP 530 Isotopic Measurements of Low Amount of 
Lanthanides by TIMS Using Channel Electron 
Multiplier in Nuclear Problematics; Sébastien Mialle;
Alexandre Quémet; Aurore Ponvienne; Michel Aubert; 
Hélène Isnard; Frédéric Chartier; Alkiviadis Gourgiotis; 
CEA Saclay, Gif Sur Yvette, France
MP 531 Probing Rapid Method of Isotope 87Sr/86Sr Analysis 
by ESI-QIT-MS; Sheng Song1; Rohana Liyanage 2;
Jackson O. Lay Jr. 2; Richard Warby1; Hideya Koizumi1;
1Arkansas State University, State University, AR; 
2University of Arkansas, Fayetteville, AR
IMAGING MS: METHOD DEVELOPMENT I, 532 - 556 
MP 532 Observation of Tissue Sections Stained with Dyes 
Using a Stigmatic Imaging Mass Spectrometer;
Hisanao Hazama1, 6; Hidetoshi Yoshimura1, 6; Jun Aoki2,
6; Hirofumi Nagao1, 6; Yasuhide Naito3, 6; Michisato 
Toyoda2, 6; Katsuyoshi Masuda4, 6; Kenichi Fujii5, 
6;Toshio Tashima6; Kunio Awazu1,6; 1Graduate School 
of Engineering, Osaka University, Suita, Osaka, Japan; 
2Graduate School of Science, Osaka University, 
Toyonaka, Osaka, Japan; 3GPI, Hamamatsu, Shizuoka, 
Japan; 4Suntory Institute for Bioorganic Research, 
Mishima-gun, Osaka, Japan; 5Osaka Institute of 
Technology, Hirakata, Osaka, Japan; 6JST, CREST, 
Chiyoda-ku, Tokyo, Japan
MP 533 Atmospheric Pressure Femtosecond Laser Imaging 
Mass Spectrometry; Yves P Coello1; A. Daniel Jones1;
Tissa Gunaratne2; Marcos Dantus1; 1Michigan State 
University, East Lansing, MI; 2Biophotonic Solutions, 
Inc., East Lansing, MI
MP 534 Dry Powder Matrix Addition for MALDI Tissue 
Imaging; Juaneka Hayes; Damien A. Narcisse; Kermit 
K. Murray; Louisiana State University, Baton Rouge, LA
MP 535 Atmospheric pressure IR MALDI Imaging of 
Biological Tissue at High Spatial Resolution;
Bernhard Spengler; Andreas Roempp; Zoltan Takats; 
Karl C Schaefer; Sabine Günther; Oliver Schulz; Justus
Liebig University, Giessen, Germany
MP 536 Spatial Resolution in Laserspray Ionization – Mass 
Spectrometry for Tissue Analysis at AP; Alicia 
Richards1; Ellen D. Inutan 1; Thushani N. Herath 1;
James Wager-Miller2; Ken Mackie2; Sarah Trimpin1;
1Wayne State University, Detroit, MI; 2Indiana 
University, Bloomington, Indiana
MP 537 Engineered High Density Matrix Pre-coated Spotted 
Surface Arrays for MALDI IMS; Junhai Yang2; Zhou 
Xu1; Paul Laibinis1; Richard M. Caprioli2; 1Vanderbilt 
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University, Nashville, TN; 2Vanderbilt Univ Sch of Med, 
Nashville, TN
MP 538 Mass Spectrometric Imaging of Neuronal Cell 
Cultures Using the Stretched Sample Method; Tyler 
A Zimmerman 1; Stanislav Rubakhin2; Elena 
Romanova1; Kevin Tucker1; Jonathan Sweedler1;
1University of Illinois, Urbana , IL; 2Beckman Institute, 
UIUC, Urbana, IL
MP 539 Investigation into the Effects of Prolonged Formalin 
Fixation for the Imaging of Phospholipids by 
MALDI-MS; Claire Carter; Josephine Bunch; 
University of Birmingham, Birmingham, UK
MP 540 Advantages of Improved MS Resolution and Ion-
Mobility Resolution for Lipid Analysis in MALDI 
Imaging; Emmanuelle Claude; Iain D G Campuzano; 
Thérèse Mckenna; Jim Langridge; Waters corporation, 
Manchester, UK
MP 541 Targeted Multiplex Mass Spectrometry Imaging in 
Transmission Geometry LDI for a Sub-Cellular 
Resolution; Gwendoline Thiery; Andrey I Zavalin ; 
Richard M. Caprioli; Vanderbilt University, Nashville, 
TN
MP 542 Detergent Enhancement of On-tissue Protein Signals 
for Imaging and Profiling Studies Using MALDI 
Mass Spectrometry; Veronica Mainini; Peggi Angel; 
Richard M. Caprioli; Vanderbilt University, Nashville, 
TN
MP 543 Ambient Mass Spectrometry Imaging by Infrared 
Laser Ablation Metastable-Induced Chemical 
Ionization; Asiri Galhena1; Glenn A Harris1; Leonard 
Nyadong2; Kermit K. Murray3; Facundo Fernandez1;
1Georgia Institute of Technology, Atlanta, GA; 
2NHMFL-FSU, Tallahassee, FL; 3Louisiana State 
University, Baton Rouge, LA
MP 544 Development of a Fast Position- and Time- Sensitive 
Ion Detector for Stigmatic Mass Microscopy;
Hidetoshi Yoshimura1, 4; Hisanao Hazama1, 4; Jun Aoki2,
4; Michisato Toyoda2, 4; Yasuhide Naito3, 4; Kunio 
Awazu1, 4; 1Graduate School of Engineering, Osaka 
University, Suita, JAPAN; 2Graduate School of Science, 
Osaka University, Toyonaka, JAPAN; 3Graduate School 
for the Creation of New Photonics, Hamamatsu, Japan; 
4Japan Science and Technology Agency, Core Research, 
Tokyo, Japan
MP 545 A Hybrid Quadrupole Time of Flight Mass 
Spectrometer Modified to Incorporate a 20kHz 
Nd:YVO4 Laser for MALDI-MS Imaging; Malcolm 
Clench1; Keith Oakes5; Marie Claude Djidja4; Paul J 
Trim3; Sally Atkinson2; 1Sheffield Hallam University, 
Sheffield, UK; 2Sheffield Hallam Uni, UK, Sheffield, UK; 
3University of Adelaide, Adelaide, Australia; 4The 
Institute of Cancer Research,UK, London, UK; 
5Elforlight Ltd, Daventry, UK
MP 546 5-Chloro-2mercaptobenzothiazole as a MALDI MSI 
Matrix; Kenneth H.N. Chan; Shawn Whitehead; Sheng 
Hou; Jianjun Li; National Research Council Canada, 
Ottawa, Canada
MP 547 Novel Matrices for Matrix-Enhanced SIMS Imaging;
Andras Kiss1; Fabian Svara1; Thorsten Wolfgang 
Jaskolla2; Michael Karas2; Ron M.A. Heeren 1; 1FOM
Institute AMOLF, Amsterdam, Netherlands; 2Goethe-
Univ. of Frankfurt, Frankfurt Am Main, Germany
MP 548 Optimization of Matrix Preparation for MALDI 
Imaging Mass Spectrometry of Phospholipids; Young 
Seung Park1; Selina Rahman Shanta2; Kwang Pyo Kim 
2; Young Hwan Kim1; 1Korea Basic Science Institute, 
Cheongwon-Gun, South Korea; 2Department of 
Molecular Biotechnology, KonKuk Univ, Seoul, Korea
MP 549 Active Learning for Efficient Labeling and 
Classification of Imaging Mass Spectrometry data;
Michael Hanselmann1; Jens Röder1, 2; Ullrich Köthe1;
Bernhard Y Renard1; Anna Kreshuk1; Ron M.A. Heeren 
3; Fred Hamprecht1; 1University of Heidelberg, 
Heidelberg, Germany; 2Robert Bosch GmbH CR/AEM5, 
Hildesheim, Germany; 3FOM Inst. Atomic/Molecular
Phy, Amsterdam, Netherlands
MP 550 New Tools and Workflows for Rationalized Chemical 
Analysis in Imaging Mass Spectrometry: Case of 
Lipids in Hypertensive Rat Artery Sections; Luke 
MacAleese1; Gert B. Eijkel1; Léon J. A. Spijkers2; Astrid 
E. Alewijnse2; Stephan L.M. Peters2; Ron M.A. Heeren 
1; 1FOM Institute AMOLF, Amsterdam, Netherlands; 
2Academic Medical Center - University of Amsterdam, 
Amsterdam, Netherlands
MP 551 Constructing a Practical Mass Microscope Enabling 
Sub-cellular Scale Image Measurements; Masahiro 
Hayashi1, 2; Yasuhide Naito1, 3; 1GPI, Hamamatsu, 
Japan; 2Hamamatsu Photonics K.K., Hamamatsu, 
Japan; 3Japan Science & Technology Agency, Crest, 
Japan
MP 552 On-Tissue Digestion Using Microwave for MALDI 
Imaging; Miyoung Ha1, 2; OkPyo Zee3; Yangsun Kim1,
2; 1Hudson Surface Technology, Inc., Newark; 2Applied 
Surface Technologly, Inc., Suwon, South Korea; 
3Sungkyunkwan University, Suwon, South Korea
MP 553 Mid-Scale Profiling of Biomolecules Using Encoded 
Nanoparticle-Coupled Mass Spectrometry Imaging;
Lin He; North Carolina State University, Raleigh, NC
MP 554 MALDI-LIT-MSn Imaging Applied To 
Characterizing Cellulose Content in Different 
Regions of Wood Tissue; Kyle A. Lunsford 1; Gary F. 
Peter2; Richard A. Yost1; 1Department of Chemistry, 
University of Florida, Gainesville , FL; 2School of 
Forest Resources and Conservation, Gainesville, FL
MP 555 In-situ Tissue Tryptic Digestion to Facilitate Peptide 
Analysis Using MALDI-MS Techniques to 
Investigate Protein induction in Tumour Vascular 
Targeted Strategies; Laura Cole1; Marie-Claude 
Djidja1; Jo Bluff3; Emmanuelle Claude2; Vikki Carolan1;
Martyn Paley4; Gillian Tozer3; Malcolm Clench1;
1Sheffield Hallam University, BMRC, Sheffield, UK; 
2Waters Corporation UK, Manchester, UK; 3Tumour
Microcirculation Grp, University of Sheff, Sheffield, UK; 
4Academic Radiology, University of Sheffield, Sheffield, 
UK
MP 556 A Novel Method to Display the Structural Features 
included in the Mass Spectrometry Imaging dataset;
Motohide Yasuno1; Shigeki Kajihara1; Hiroko 
Morinaga1; Masahiro Ikegami1; Kiyoshi Ogawa1; Akiko 
Kubo2; Masatoshi Wakui2; Takahiro Hayasaka3;
Mitsutoshi Setou3; 1Shimadzu Corporation, Kyoto, 
Japan; 2Keio University, Shinjuku, Japan; 3Hamamatsu
University School of Medicine, Hamamatsu, Japan
DIRECT IONIZATION: APPLICATIONS, 557 - 574 
MP 557 Rapid Recognition of Virgin Olive Oil Geographical 
Origin by Secondary Electrospray Ionization-Mass 
Spectrometry; Pablo Martínez-Lozano Sinués1; Rosa 
María Alonso-Salces2; Lorenzo Zingaro3; Alessandro 
Finiguerra3; Margaret V. Holland2; Claude Guillou2;
Simone Cristoni3; 1National Research Council, Segrate 
(MI), Italy; 2European Commission - Joint Research 
Centre, Ispra, Italy; 3ISB srl, Milan, Italy
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MP 558 Quantitative Analysis of Free and Bound Glycerin in 
Biodiesel by Easy Ambient Sonic-Spray Ionization 
Mass Spectrometry; Rosana M. Alberici; Ildenize B. S. 
Cunha; Rosineide C. Simas; Marcos N. Eberlin; 
ThoMSon Mass Spectrometry Laboratory, Unicamp, 
Campinas , Brazil
MP 559 Fast Lipid Profiling of Human Breast Milk Samples 
through DART-FTMS Analysis of Dried Paper 
Spots; Albert Koulman; Les Bluck; Michael Eiden; 
Mojgan Masoodi; Dietrich Volmer; Medical Research 
Council, Cambridge , UK
MP 560 Facile Determination of Double Bond Position in 
Unsaturated Fatty Acids and Ester Derivatives by 
Low Temperature Plasma (LTP); Jingyao (Isabella) 
Zhang; Weiguo Andy Tao; R. Graham Cooks; Purdue
University, West Lafayette , IN
MP 561 Laser Diode Thermal Desorption/Atmospheric 
Pressure Chemical Ionization Tandem Mass 
Spectrometry as a Tool to Analyze Triacylglycerols;
E. Real Paquin; Serge Kaliaguine; Université Laval, 
Québec , Canada
MP 562 In situ Tissue Analysis of Metabolites, Lipids, and 
Proteins in the Gill Glands of Bloodfin Tetra by 
LAESI Mass Spectrometry; Bindesh Shrestha; Robert 
Javonillo; John Burns; Akos Vertes; George Washington 
University, Washington, DC
MP 563 Infrared Electrospray-Assisted Laser Desorption 
Ionization (IR-ELDI) with an OPO Laser for Protein 
Characterization; Ivory Peng1; Mark Little2; Rachel O. 
Loo 1; Eli Margalith2; Joseph A. Loo1; 1UCLA, Los 
Angeles, CA; 2Opotek, Inc., Carlsbad, CA
MP 564 Rapid and Direct Analysis of Chlorophyll Catabolites 
in Senescent Plant Tissues by Desorption 
Electrospray Ionization Mass Spectrometry (DESI-
MS); Thomas Mueller1; Sheran Oradu2; Bernhard 
Kraeutler1; R. Graham Cooks 2; 1University of 
Innsbruck, Innsbruck, Austria; 2Purdue University, West 
Lafayette, IN
MP 565 Reliable Detection and Localisation of Small 
Molecules in Skin Using Desorption Electrospray 
Ionization (DESI); Tara La Roche Salter1; Felicia 
Green1; Ian Gilmore1; Anna Hills2; 1National Physical 
Laboratory, Teddington, UK; 2Lonza, Slough, UK
MP 566 Synthetic Reaction Monitoring with Desorption 
Electrospray Ionization Mass Spectrometry;
Christopher Santee; Jonathan Person; Christopher 
Mulligan; Illinois State University, Normal, IL
MP 567 Adulteration Testing in the Pharmaceutical Industry 
by Complementary DESI-MS and NMR; Nari Talaty1;
Michelle Long2; Wayne Wargo3; Ian Marsden1; Daniel 
Crandall2; Thomas Paulus2; Damien Ready1; Wanrong 
Lin2; Phyllis Sedar2; Stephen Sepa1; 1Abbott
Laboratories, GPRD, Abbott Park, IL; 2Abbott
Laboratories, GPO, Abbott Park, IL; 3Abbott
Laboratories, Abbott Nutrition, Columbus, OH
MP 568 Rapid Identification of Sibutramine and Other 
Adulterants in Herbal Slimming Products Using the 
Atmospheric Solids Analysis Probe and MS 
detection; Marian Twohig; Gordon Fujimoto; Andy 
Aubin; Rob Plumb; Waters Corporation, Milford, MA
MP 569 Paper Spray for Ambient Analysis of Complex 
Mixtures Using Mass Spectrometry; Nicholas 
Manicke; He Wang; Zheng Ouyang; R. Graham Cooks; 
Purdue University, West Lafayette, IN
MP 570 Inexpensive Screening for Smoked Drugs Using an 
Autosampler/DART/TOFMS; Andrew Grange; U.S.
EPA, Las Vegas, NV
MP 571 Characterization of Structural Changes in Hindered 
Amine Light Stabilizers within Coil Coatings by 
Desorption Electrospray Ionization-Mass 
Spectrometry; Martin R. L. Paine1; Philip Barker2;
Stephen J Blanksby1; 1University of Wollongong, 
Wollongong , Australia; 2BlueScope Steel Research, 
Wollongong, Australia
MP 572 Chelating Agents Detection on Surface by Reactive 
Desorption Electrospray Ionization Mass 
Spectrometry; Diane Lebeau; Christine Lamouroux; 
CEA / Nuclear Energy Division, Gif Sur Yvette, France
MP 573 Fast Detection of Palladium and Copper in 
Combinatorial Compound Libraries by DART-MS;
Qingfen Zhang; Marcel Patek; Sanofi-Aventis Tucson 
Research Center, Tucson, AZ
MP 574 Direct Analysis In Real Time Mass Spectrometry Of 
High-Molecular Weight Organometallic Porphyrins;
Basri Gulbakan 1, 2; Jonathan R. Sommer1, 3; Julia L. 
Rummel1, 2; Kirk S. Schanze1, 3; Weihong Tan1, 2; David 
H. Powell1, 2; 1Department of Chemistry, University of 
Florida, Gainesville, Florida; 2Center for Research at 
Bio/Nano Interface, Gainesville, Florida; 3Center for 
Macromolecular Science and Engineering, Gainesville, 
Florida
IONIZATION MECHANISMS, 575 - 600 
MP 575 On the Ionization Mechanism of Extractive 
Electrospray Ionization (EESI); Rui Wang1; Wai 
Siang Law1; Huanwen Chen2; Renato Zenobi1; 1Swiss
Federal Institute of Technology Zurich, Zurich, 
Switzerland; 2East China Institute of Technology, 
Fuzhou, China
MP 576 Effectiveness of Platinum Particle Deposition on 
Silicon Surfaces for Surface-Assisted Laser 
Desorption/Ionization Mass Spectrometry of 
Peptides; Ryuichi Arakawa; Teruyuki Yao; Takehiro 
Watanabe; Hideya Kawasaki; Kansai University, Osaka 
, Japan
MP 577 Dianionic Antimony(III)-Tartrate Traps Neutral 
Solvent Reaction Intermediates Produced during 
Negative Mode Electrospray Ionization; Aruna B. 
Wijeratne; Samuel H. Yang; Daniel W. Armstrong; 
Kevin A. Schug; University of Texas at Arlington, 
Arlington , TX
MP 578 Ion Distributions Within Electrosprayed 
Nanodroplets: Insights from Molecular Dynamics 
Simulations; Elias Ahadi; Lars Konermann; Univ. of 
Western Ontario, London, ON
MP 579 Reactions during Desorption Electrospray 
Ionization: Derivatization Reactions in a 
Microdroplet Environment; Dahlia Campbell1; Marion 
Girod1; Encarnacion Moyano2; R. Graham Cooks 1;
1Purdue University, West Lafayette, IN; 2University of 
Barcelona, Barcelona, Spain
MP 580 Investigation of the Impact of the Experimetal 
Parameters on SFC API MS Signal Intensity; Rui 
Chen; Jacquelyn Cole; Lakshmi Subbarao; Waters 
Corporation, Newark, DE
MP 581 Improving Ion Efficiency in Laserspray (LSI) and 
Sonic Spray Ionization (SSI) Mass Spectrometry;
Tongwen Wang; Frank Zydel; Andrew Harron; Charles 
N. McEwen; University of the Sciences in Philadelphia, 
Philadelphia, PA
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MP 582 Laserspray Ionization, Matrix Materials, and Sample 
Preparation/Ionization Conditions; Christopher Lietz;
Ellen Inutan; Beixi Wang; Sarah Trimpin; Wayne State 
University, Detroit, MI
MP 583 Dependences of Ionization Efficiencies of Peptide on 
Solvent in Matrix-Assisted Laser 
Desorption/Ionization; Satoshi Furukawa1; Hisanao 
Hazama1; Kunio Awazu1, 2; 1Osaka University, Osaka, 
Japan; 2Research Institute of Nuclear Engineering, 
Univers, Fukui, Japan
MP 584 Factors Affecting Temperature Profiles in the 
Electrospray Plume; Stephen C. Gibson 1; Charles S. 
Feigerle1; Kelsey D. Cook 1, 2; 1University of Tennessee, 
Knoxville , TN; 2National Science Foundation, 
Arlington, VA
MP 585 Clustering Model in Nano Electrospray Ionization 
Focused on Moleculor Dimerization; Shuichi Matsuda;
Hajime Mizuno; Naohiro Tsuyama ; Takanori Harada; 
Tsutomu Masujima; Hiroshima Univ. Biomed., 
Hiroshima, Japan
MP 586 Multiple Charging Variation Method in Nano ESI for 
Peptide Analysis by the Live Single Cell MS; Takashi 
Fujii; Hajime Mizuno; Naohiro Tsuyama ; Takanori 
Harada; Tsutomu Masujima; Hiroshima Univ. BioMed., 
Hiroshima, Japan
MP 587 Liquid Chromatography/Dopant Assisted 
Atmospheric Pressure Chemical Ionization Mass 
Spectrometry (LC/DA-APCI-MS) for the Analysis of 
Non-Polar Compounds; Liguo Song1; David S. Cho1;
Deepak Bhandari1; Stephen C. Gibson 1; Mary Ellen 
McNally2; Ron Hoffman2; Kelsey D. Cook 1; 1University 
of Tennessee, Knoxville, TN; 2Dupont, Newark, DE
MP 588 Why Chemical Bond Scission can be Controlled Well 
on the Self-Assembled Monolayer Surface?; Kenichiro 
Tanaka; Riken SPring-8 and Hiroshima University, 
Sayo-Cho, Japan
MP 589 Measuring Particle Formation in MALDI from 10 
nm to 10 m; Thabiso Musapelo; Kermit K. Murray; 
Lousiana State University, Baton Rouge, LA
MP 590 Modeling Matrix-Assisted Laser Desorption 
Electrospray Ionization; Fan Huang; Xing Fan ; Kermit 
K. Murray; Louisiana State University, Baton Rouge, LA
MP 591 Desorption Threshold and Fragmentation in Laser 
Desorption Ionization from Silicon Nanopost Arrays;
Jessica A. Stolee; Bennett N Walker; Akos Vertes; 
George Washington University, Washington, DC
MP 592 The Beer's Law of Mass Spectrometry, Again; Drew 
Sauter 1; John Chakel2; R. C. Willoughby3; 1Nanoliter, 
LLC, Henderson , NV; 2LECO Corporation, San Mateo, 
CA; 3Chem-Space Associates, Pittsburgh, PA
MP 593 Investigation of Surface-Assisted Laser Desorption / 
Ionization of Small Molecules on Metal Oxide 
Nanowires: Size Effects on Ionization Efficiency;
Sang Yun Han1; Won Jik Shin1, 2; Jeong Ho Shin1, 3; Jae 
Yong Song1, 3; 1Korea Research Institute of Standards 
and Science, Daejeon, Republic of Korea; 2Chungbuk 
National University, Cheongju, Republic of Korea; 
3University of Science and Technology, Daejeon, 
Republic of Korea
MP 594 Internal Energies of Ions in Laser Ablation 
Electrospray Ionization; Hehua Huang1; Peter Nemes1,
2; Akos Vertes1; 1George Washington University, 
Washington; 2University of Illinois at Urbana-
Champaign, Urbana, IL
MP 595 Solvent Optimization Procedures in Desorption 
Electrospray Ionization; Abraham K Badu Tawiah; R. 
Graham Cooks; Purdue University, West Layette , IN
MP 596 The Effect of Electrospray Solvent Composition on 
Desorption Electrospray Ionization (DESI) Efficiency 
and Spatial Resolution; Felicia Green1; Tara Salter1;
Ian Gilmore1; Peter Stokes2; Gavin O'Connor2; 1National 
Physical Laboratory, Teddington, UK; 2LGC Limited, 
Teddington, UK
MP 597 Independent Mechanistic Investigations into 
Desorption and Ionization Steps in Desorption 
Electrospray Ionization; Andre Venter; Afrand Kamali 
Sarvestani; Shashank Jain; Western Michigan 
University, Kalamazoo, MI
MP 598 Indirect Electrospray Ionization Using Micro-funnel 
Sample Plate; Hoi Sze Yeung; Tak-Wah Dominic Chan; 
The Chinese Univ. of Hong Kong, Hong Kong Sar, 
China
MP 599 Desorption/Ionization Capabilities of Ambient Low-
Temperature Plasma (LTP) Mass Spectrometry for 
Small Molecule Applications; Juan F Garcia-Reyes 1;
Jason Harper2; Nicholas Charipar 2; Ayanna Jackson2;
Mario Benassi Neto3; Zheng Ouyang2; R. Graham Cooks 
2; 1University of Jaen, Jaen , Spain; 2Purdue University, 
West Lafayette, IN; 3ThoMSon Lab - UNICAMP, 
Campinas, Brazil
MP 600 Reactions of Radical Species Formed in the Helium 
Metastable Beam of a Direct Analysis in Real Time 
Ion Source; Matthew Curtis; O. David Sparkman; 
Patrick R. Jones; University of the Pacific, Stockton, CA
ION SOURCES: ESI, 601 - 619 
MP 601 Pneumatically Assisted Electrospray Needle Array 
For High Throughput High Flow Rate Liquid 
Chromatography - Mass Spectrometry; Eloy R. 
Wouters; Mark Hardman; Paul Atherton; Jean-Jacques 
Dunyach; Thermo Fisher Scientific, San Jose, CA
MP 602 Precision Engineering, CFD and DOE Used for the 
Design, Fabrication and Evaluation of an Ion 
Focusing Device for ESI; Guillaume Robichaud; R. 
Brent Dixon ; Amarnatha Potturi; Daniel Cassidy; Jack 
R. Edwards; Alex Sohn; Thomas A. Dow; David C. 
Muddiman; North Carolina State University, Raleigh, 
NC
MP 603 Characterization of an Improved API Source 
Enclosure; Mark Hardman; Christopher Mullen; Jean-
Jacques Dunyach; Eloy R. Wouters; Paul Atherton; 
Thermo Fisher Scientific, San Jose, CA
MP 604 Real Time in situ Analysis of Biological Samples 
Using Probe Electrospray Ionization (PESI) Mass 
Spectrometry; Kentaro Yoshimura2; Lee Chuin Chen1;
Zhan Yu1; Hiroaki Tagawa2; Kenzo Hiraoka1; Sen 
Takeda2; 1University of Yamanashi, Kofu, Japan; 2Fac. 
Medicine, University of Yamanashi, Chuo, Yamanashi, 
Japan
MP 605 A Multiplex MicroLC-MS Source for High 
Throughput, High Sensitivity DMPK Analyses;
Arthur Fogiel1; Sau Lan Tang Staats 1; John Janiszewski 
2; 1Phoenix S & T, Inc, Chester , PA; 2Pfizer Inc., 
Groton, CT
MP 606 Bridging the Gap Between Nanospray and ESI with 
Capillary Spray; Amanda Berg; Carla Marshall-
Waggett; Gary Valaskovic; New Objective, Inc., 
Woburn, MA
MP 607 Automated Dual Probe Assembly for High 
Throughput Sample Processing on an ESI-TOF Mass 
Spectrometer; Jared Drader1; Jose Gutierrez1; Shida 
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Shen2; Craig M. Whitehouse2; Steven Hofstadler1; 1Ibis
Biosciences, Inc., Carlsbad, CA; 2PerkinElmer, Inc., 
Branford, CT
MP 608 Development of Microfluidic Paper Spray Devices for 
Ambient Chemical Analysis Using Mass 
Spectrometry; Qian Yang; He Wang; Jeff Maas ; 
Nicholas Manicke; R. Graham Cooks ; Zheng Ouyang; 
Purdue University, West Lafayette, IN
MP 609 Improving and Coupling Electrospray Ion Funnel 
Interface to Ion Mobility-Mass Spectrometry; Junho 
Jeon; Chaminda M. Gamage; David H. Russell; Texas 
A&M University, College Station, TX
MP 610 Development of an Orthogonal Ion Injection Method 
Coupled to Dual Ion Funnel Source for High 
Sensitive and High-Throughput MS Analysis; Ruwan 
T. Kurulugama; Richard D. Smith; Mikhail E. Belov; 
PNNL, Richland, WA
MP 611 Increasing Electrospray Throughput Using a Dual 
Probe Coaxial Flow Ion Source; Sha Joshua Ye; Ellie 
Majdi; George Scott; Ionics Mass Spectrometry Group, 
Bolton , Canada
MP 612 Conversion of an Agilent Chip Cube System for the 
Analysis of Proteomics Samples Using a LTQ-FT 
Ultra Mass Spectrometer; Alexander B. Schilling;
Carrie Crot; Larry Helseth; Rod Davis; Hua Xu; 
University of Illinois, PISF, Chicago, IL
MP 613 An Alternative Electrospray Source Based on 
Dielectric Polarisation – Dielectric Barrier 
Electrospray (DBE); Ann-Kathrin Stark; Michael 
Schilling; Dirk Janasek; Joachim Franzke; Leibniz-
Institut für Analytische Wissenschaften, Dortmund, 
Germany
MP 614 Achieving >50% Ion Utilization Efficiency in ESI-
MS; Ioan Marginean; Jason Page; Aleksey Tolmachev; 
Keqi Tang; Richard D. Smith; Pacific Northwest 
National Laboratory, Richland, WA
MP 615 Design of a Nano-ESI Interface to Minimize 
Contamination of the MS; Ralf Schiewek; Rawi 
Ramautar; Andrè M. Deelder; Oleg A. Mayboroda; 
Leiden University Medical Centre (LUMC), Leiden, 
Netherlands
MP 616 Characterization of Spray Formation in an 
Electrospray Having a Co-Flowing Gas; Farhan 
Sultan1; Amirreza Amighi1; Nasser Ashgriz1; Lisa 
Cousins 2; Gholamreza Javahery2; 1University of 
Toronto, Toronto, Canada; 2Ionics Mass Spectrometry 
Group, Inc., Bolton, ON
MP 617 Surface Sampling of Dried Blood Spots for 
Haemoglobin Variant Analysis by Direct infusion 
Chip-Based Nano-Electrospray MS and MS/MS;
Josephine Bunch; Helen Cooper; University of 
Birmingham, Birmingham, UK
MP 618 Identification of Isomeric Phase II Drug Metabolites 
From Mouse Thin Tissue Sections Using Liquid-
Extraction Based Surface Sampling Mass 
Spectrometry; Vilmos Kertesz; Gary J. Van Berkel; 
Oak Ridge National Laboratory, Oak Ridge, TN
MP 619 On-line Detection of Semi Volatile and Nonvolatile 
Compounds in Breath Aerosols; Christian Berchtold;
Lukas Meier; Renato Zenobi; ETH Zürich, Zürich, 
Switzerland
ION ACTIVATION/DISSOCIATION: ECD/ETD, 620 - 633 
MP 620 Role of Conformation in H Transfer During ECD of 
Peptides; Carlos Afonso1; Severine Zirah2; Ledoux 
Lucie1, 2; Uwe Linne3; Mohamed Marahiel3; Thomas 
Knappe3; Sylvie Rebuffat2; Jean-Claude Tabet1;
1Université Paris 6/UMR7201, Paris, France; 2National 
Museum of Natural History / CNRS, Paris, France; 
3Philipps University, Marburg, Germany
MP 621 Activated Ion Electron Capture Dissociation 
Pathways of Peptides and Phosphopeptides; Aleksey 
Vorobyev 1; Fabien Chirot2; Florian Aldrieux2;
Rodolphe Antoine2; Philippe Dugourd2; Jérôme 
Lemoine2; Yury Tsybin 1; 1Ecole Polytechnique 
Federale, Lausanne, Switzerland; 2CNRS, University 
Lyon 1, Villeurbanne, France
MP 622 ECD in an Electromagnetostatic Cell on a 
Quadrupole/Time-of-Flight Mass Spectrometer;
Valery G. Voinov1, 2; Lei Chen1; Joseph Beckman1; Max 
L. Deinzer1; Mel Park3; Thomas Knudsen3; Douglas F. 
Barofsky1; 1Oregon State University, Corvallis, OR; 
2The Pacific Institute for Bioorganic Chemistry, 
Vladivostok, Russia; 3Bruker Daltonics, Merrimack, NH
MP 623 Peptide Conformation Control with Intramolecular 
Cross-Linking Probed by Electron Capture/Transfer 
Dissociation; Hisham Ben Hamidane 1; Florian 
Albrieux2; Fabien Chirot2; Rodolphe Antoine2; Philippe 
Dugourd2; Jérôme Lemoine2; Yury Tsybin 1; 1Ecole 
Polytechnique Federale, Lausanne, Switzerland; 2CNRS
& Univ Lyon 1, Villeurbanne, France
MP 624 Activation of Positive Ion Oligonucleotides by SORI-
CID and EID/hot-ECD; Viet Hung Nguyen; Carlos 
Afonso; Jean-Claude Tabet; Université Paris, Paris, 
France
MP 625 Direct Comparison of Ion/Electron and Ion/Ion 
Dissociation Methods for Biomolecule Analysis in a 
RF Linear Ion Trap; David Crizer; Mark Ridgeway; 
Takashi Baba; Gary L. Glish; UNC-Chapel Hill, Chapel 
Hill, NC
MP 626 Collision Induced Dissociation Yield ECD-like 
Backbone Fragmentation via an Aminoketyl Radical 
Intermediate; Benjamin Moore; Tony Ly; Ryan R. 
Julian; University of California, Riverside, Riverside, CA
MP 627 Electron Capture by Peptide Anions; Hyun Ju Yoo1;
Shuyi Zhuang2; Ning Wang1; Kristina Hakansson1;
1University of Michigan, Ann Arbor, MI; 2Tsinghua 
University, Beijing, China
MP 628 Enhanced Electron Transfer Dissociation of Peptides 
Modified at Carboxylate Functionalities with Fixed 
Charges; Byoung Joon Ko2; Scott Robotham1; Jennifer 
Brodbelt1; 1The University of Texas, Austin, TX; 2UT-
Austin, Austin, TX
MP 629 ETD Product Distributions from Mixed Charge-Sites 
Model Peptides; William Mcgee1; Marija Mentinova1;
David Erickson2; Scott A. Mcluckey1; 1Purdue
University, West Lafayette, IN; 2Bowling Green State 
University, Bowling Green, OH
MP 630 Structural Characterization of Sulfated Bio-Ions via 
Gas-Phase Ion/Ion Reactions; Teng-Yi Huang;
Anastasia Kharlamova; Scott A. Mcluckey; Purdue 
University, West Lafayette, IN
MP 631 Top-Down Proteomics Using Negative Electron 
Transfer Dissociation (NETD); Derek Bailey; Graeme 
Mcalister; Joshua J. Coon; University of Wisconsin, 
Madison, WI
MP 632 Metastable Atom-Activated Dissociation Mass 
Spectrometry (MAD-MS) of Peptidic and Non-
Peptidic Species; Shannon Cook; Glen Jackson; Ohio
University, Athens , OH
MP 633 Dissociation Mechanism of Excited CH3X (X= Cl, Br 
and I) Formed by High-Energy Electron Transfer 
Using Alkali Metal Targets; Shigeo Hayakawa; Taiga 
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Tsujinaka; Kenichi Iwamoto; Hiroshi Matsubara; Osaka
Prefecture Univ., Sakai, Osaka, Japan
ION ACTIVATION/DISSOCIATION, 634 - 650 
MP 634 Infrared Spectroscopy of Peptide CID Products 
Using an OPO Laser; Da Wang; Kerim Gulyuz; 
Nicolas Polfer; University of Florida, Gainesville, FL
MP 635 Excitation and Ionization of Trichlorobenzenes with 
REMPI and MATI Methods; Frank Witte1; Frank 
Gunzer2; Mikko Riese3; Jurgen Grotemeyer1; 1Christian-
Albrechts-Univ, Kiel, Germany; 2Physics Department, 
German University in Cairo, Cario, Egypt; 3Photon 
Science Institute, University of Manchester, Manchester, 
UK
MP 636 Photodissociation of Protonated Polycyclic Aromatic 
Hydrocarbon (PAH) Cations; Yi Fu1; John R. Eyler 2;
Nicolas Polfer2; 1Department of Chemistry, University of 
Florida, Gainesville, FL; 2University of Florida, 
Gainesville, FL
MP 637 Ultraviolet Photodissociation of Chromophore-
Labeled Oligosaccharides Via Reductive Amination 
and Hydrazide Conjugation; Byoung Joon Ko1;
Jennifer Brodbelt2; 1UT-Austin, Austin, TX; 2The 
University of Texas, Austin, TX
MP 638 Ultrafast Ultraviolet Photodissociation at 193 nm for 
Proteomic Workflows; James Madsen; Jennifer 
Brodbelt; University of Texas Austin, Austin, TX
MP 639 Improved Efficiency of Ultraviolet Photodissociation 
at 193 nm via N-Terminal Aromatic Derivatization of 
Peptides; Lisa A Vasicek1; Jennifer Brodbelt2;
1University of Texas, Austin, TX; 2The University of 
Texas, Austin, TX
MP 640 VUV Activation and Spectroscopy of Peptides in the 
Gas Phase Probed by Synchrotron Radiation;
Alexandre Giuliani 1, 2; Aleksandar Milosavljevic1, 4;
Christophe Nicolas1; Joel Lemaire3; Matthieu 
Réfrégiers1; Laurent Nahon1; 1Synchrotron Soleil, Gif-
Sur-Yvette , France; 2Cepia, INRA, Nantes, Frances; 
3LCP CNRS - Université Paris Sud 11, Orsay, France; 
4Institute of Physics, Belgrade, Serbia
MP 641 Monte Carlo / RRKM / Classical Trajectories 
Modeling of Collisional Excitation and Dissociation 
of Ions in Multipole Collision Cells; Vadim Knyazev1,
2; Stephen Stein1; 1National Institute of Standards and 
Technology, Gaithersburg, MD; 2The Catholic 
University of America, Washington, DC
MP 642 Protonated N-Methylthioacetamide as a Model 
Amino Acid Linker in Studying the Mechanism of 
Peptide Fragmentation; Joshua A Gregersen;
Magdalena Zimnicka; Frantisek Turecek; University of 
Washington, Seattle , WA
MP 643 Alternate Dissociation Pathways Identified in 
Charge-Reduced Protein Complex Ions; Kevin Pagel1;
Suk-Joon Hyung2; Brandon Ruotolo2; Carol Robinson1;
1University of Oxford, Oxford, UK; 2University of 
Michigan, Ann Arbor, Michigan
MP 644 Fragmentation Order Determined by Linkage Site 
Isomer at Remote Moeity: Experimental and 
Theoretical Studies II; Daryl Giblin1, 3; Dian Su1, 3;
Samuel Qiu2; Weidong Cui1, 3; Michael L. Gross1, 3;
1Washington University, St Louis, MO; 2South China 
Botanical Garden, Guangzhou, China; 3Washington
University, St. Louis, Missouri
MP 645 The Cyclization of Deprotonated N-(2,4-
Dinitropheyl)Amino Acids Occurs in Both the 
Condensed and Gas Phases; George Mathai2; Justin 
Paulose2; Ragampeta Srinivas3; Venna Ramesh3; Daryl 
Giblin1; Michael L. Gross1; 1Washington University, St 
Louis, MO; 2Sacred Heart College, Kochi, India; 
3Indian Institute of Chemical Technology, Hyderabad, 
India
MP 646 Degradation of Sugars via Ambient Ion Dissociation 
and Soft-Landing; Zhixin Miao1; Jennifer Colla1;
Zongqian Yuan1; Graham Cooks2; Hao Chen1; 1Ohio
University, Athens, OH; 2Purdue University, West 
Lafayette, IN
MP 647 Investigation of Fast Unimolecular Dissociation 
Reactions Using Surface-Induced Dissociation 
Implemented in a Modified Commercial MALDI-
TOF; Sung Hwan Yoon; Mowei Zhou; Arpad Somogyi; 
Chaminda M. Gamage; Vicki H. Wysocki; University of 
Arizona, Tucson, AZ
MP 648 Novel Switching Mechanism for the Fragmentation 
of Protonated, Nitrile-Terminated PPI Dendrimer 
Elucidated with DFT; William D. Price; Josh Hendrix; 
Jacob Kilgore; Marshall University, Huntington, WV
MP 649 Dissociation Kinetics of Activated Hydrated Metal 
Ion Clusters Investigated with Master Equation 
Modeling; Maria Demireva; Evan R. Williams; 
University of California, Berkeley, CA
MP 650 Comparative Internal Energy Distributions Reached 
into a LTQ Orbitrap under CID, PQD and HCD 
Activation Modes; Denis Lesage; Sandra Alves; 
Adélaïde De Viguerie; Ljubica Svilar; Jean-Claude 
Tabet; University Paris VI, Paris, France
INSTRUMENTATION: FTMS, 651 - 664 
MP 651 Design Considerations for External Ion Injection FT-
ICR MS at 21 Tesla; Steven C. Beu1; Christopher L. 
Hendrickson2; Alan G. Marshall3; 1S C Beu Consulting, 
Austin, TX; 2National High Magnetic Field Laboratory, 
Tallahassee, FL; 3Ion Cyclotron Resonance Prog, 
Tallahassee, FL
MP 652 High-Field FT-ICR MS Applied to Laserspray 
Ionization; Leonard Nyadong1, 2; Ellen D. Inutan 3;
Thushani N. Herath 3; Sarah Trimpin3; Alan G. 
Marshall1, 2; 1Florida State University, Tallahassee, FL; 
2National High Magnetic Field Laboratory, Tallahassee, 
FL; 3Wayne State University, Detroit, MI
MP 653 Characterization of Axial Motion Frequency 
Analyses in Harmonized Cylindrical Penning Traps 
as Potential Mass Spectrometry Method; Eugene 
Nikolaev1; Ivan Boldin 1; Pavel Ryumin1; Igor Popov2;
1Institute for Energy Problems of Chemical Physics, 
Moscow, Russian Federation; 2Russian Academy of Sci, 
Moscow, Russian Federation
MP 654 Calibration of FTMS Mass Spectrometer to Sub-Ppm 
Level of Mass Measurement Accuracy: Orbitrap and 
ICR Comparison; Mikhail V. Gorshkov1; Yaroslav 
Lyutvinskiy2; David M. Good2; Hongqian Yang2;
Roman Zubarev 2; 1Institute for Energy Problems of 
Chemical Physics, Moscow, Russian Federation; 
2Karolinska Institute, Stockholm, Sweden
MP 655 Injection of Externally-Generated Low Mass Ions 
into High Magnetic Field in Q/FT-ICR Instruments: 
SIMION Simulations and Experimental 
Observations; Behrooz Zekavat; Touradj Solouki; 
University of Maine, Orono, ME
MP 656 Coulombic Shielding during Ion Cyclotron Excitation 
in FT-ICR Mass Spectrometry; Brian M. Ruddy1;
Steven C. Beu2; Nathan K. Kaiser 3; Christopher L. 
Hendrickson3; Alan G. Marshall4; 1Florida State 
University, Tallahassee , FL; 2S C Beu Consulting, 
Austin, TX; 3National High Magnetic Field Laboratory, 
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Tallahassee, FL; 4Ion Cyclotron Resonance Prog, 
Tallahassee, FL
MP 657 Effects of Ion Introduction in the FT ICR Cell on 
Frequency Shifts, Mass Accuracy, and Resolution;
Andriy Kharchenko; Ron M.A. Heeren; FOM Institute 
for Atomic and Molecular Physics, Amsterdam, 
Netherlands
MP 658 Investigation of Collision Cross Section Effects on ion 
Motion in ICR Cell Under Influence of Bath Gas and 
Quadrupolar Excitation; Alexander Misharin1;
Alexander Popov2; Vladimir Doroshenko1; 1MassTech, 
Inc., Columbia, MD; 2MSU, Moscow, Russia
MP 659 Automated Broadband Phase Correction for 
Improved FT-ICR Mass Spectra of Complex 
Mixtures; Feng Xian1; Chris Hendrickson2; Greg T. 
Blakney3; Steve Beu4; Alan G. Marshall5; 1NHMFL,
Tallahassee, FL; 2National High Magnetic Field 
Laboratory, Tallahassee, FL; 3National ICR Program at 
NHMFL, Tallahassee, FL; 4S C Beu Consulting, Austin, 
TX; 5Ion Cyclotron Resonance Prog, Tallahassee, FL
MP 660 A Walking Mass Calibration Equation for Complex 
Mixture Analysis by FT-ICR Mass Spectrometry;
Joshua J. Savory; Nathan K. Kaiser ; Amy M. McKenna; 
Greg T. Blakney; Christopher L. Hendrickson; Ryan P. 
Rodgers; Feng Xian; Alan G. Marshall; National High 
Magnetic Field Laboratory, Tallahassee, FL
MP 661 Influence of Different Components of Magnetic Field 
Inhomogeneity on Cyclotron Motion Coherence at 
very High Magnetic Field; Gleb Vladimirov1; Yury 
Kostyukevich1; Alan G. Marshall4; Chris Hendrickson2;
Greg T. Blakney3; Eugene Nikolaev1, 5; 1The Institute for 
Energy Problems of Chemical Phys, Moscow, Russian 
Federation; 2National High Magnetic Field Laboratory, 
Tallahassee, FL; 3National ICR Program at NHMFL, 
Tallahassee, FL; 4Ion Cyclotron Resonance Prog, 
Tallahassee, FL; 5Institute of Biochemical Physics RAS, 
Moscow, Russia
MP 662 Use of LTQ-Orbitrap Mass Spectrometer to 
Differentiate between 3H and 35Cl/37Cl Isotope 
Pattern for Metabolite Identification; Violet 
Stoycheva; Parnali Chatterjee; MPI Research, Portage, 
MI
MP 663 Broadband Gas Analysis at High Resolution with a 
Small FTICR; Joel Lemaire1; Clotilde Le Vot1; Essyllt 
Louarn1; Christophe Dehon1; Hélène Mestdagh1; Julien 
Leprovost2; Moussa Bouaziz2; Michel Heninger2; 1LCP 
CNRS - Université Paris Sud 11, Orsay, France; 
2AlyXan, Orsay, France
MP 664 Transformative Effects of Higher Magnetic Field in 
Fourier Transform Ion Cyclotron Resonance Mass 
Spectrometry; N. Murat Karabacak1; Michael L. 
Easterling2; Jeffrey N. Agar1; 1Brandeis University, 
Waltham, MA; 2Bruker Daltonics, Inc., Billerica, MA
